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NDM-5 

• First detected in n 2011 in a E. coli cultured 

from an UK patient transferred from India.  

• Differs from NDM-1 by two amino acid 

substitutions, at positions 88 (Val → Leu) 

and 154 (Met → Leu).  

• Still rare, single cases in E. coli from India, 

Algeria, China and Spain. 



Geographic distribution of NDM variants detected worldwide. 
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WGS (Whole Giant Searching) 



Resistance and virulence genes: 

• Meropenem MIC~ 24 μg/mL. Susceptible to gentamicin and 

colistin.   

• WGS data showed presence of:  

• blaNDM-5 

• blaCTX-M-15 

•  blaSHV-1 

• blaOXA-1 

• blaTEM-1 

• strA and strB 

• aadA2 

• aac(6')-Ib-cr 

• aph(3')-Ia 

• oqxA and oqxB 

• QnrB66 

• mph(A) 

• catB3 

• Sul1 andSul2 

• tet(A) 

• dfrA12 and dfrA14. 

• K. pneumoniae virulence factors: 

• Type-1 and type-3 fimbriae 

• Yersiniabactin 

• Capsule serotype K51 

• MLST type ST16 
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