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22 Figure S1. As species in the cell lysate of Nostoc exposed to MAs(III) for the

23 indicated times.
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Nostoc 1%\ PIALNIFTL, LTNNVQIE : 60
Tolypothrix P} PHLNHTL LTDSVQSE : 60
Synechococcus : TGTPLQT : 60
Sorangium : p AsviFy) R 2 l--QEAPRTE : 58
Bacillus_MD1 : A P A LNI3TL LRDEVN-i : 57
Bacillus_105MF : RNEVK-¢ : 57
Nostoc : GAE PENYQSAIER LF-TBDYH R : 119
Tolypothrix : GAH EEﬂsASIKaFTD ALF-TIZENpY R : 119
Synechococcus : GKUES:FeE (D ADSYVSATAIIL PS-El : 119
Sorangium : VNAS:Flesfolya T LEAKSZFEAAE! FKTF - TIXEISNLA : 117
Bacillus_MD1 : NQ AHKNHLAEN;aLSQYDIII : 117
Bacillus_lOSMF : NQ ILHKEQLEKE ¢ FFAR-E}J : 116
A - A

Nostoc : vvﬁ————VADEAPEK——NLATVSSS —————————— GEIQ---AVKKSEEA : 150
Tolypothrix : VV&————VAD PEE--NIAANANS---------- EELAP--VLKKPeeA : 151
Synechococcus : VVH----VAD{APEL--NIDTAFSQ----------— PETAEKDYCAPT, : 153
Sorangium : VVEGDADVM S OPAMPSKNDASCCA------=--- PACCVPAKLNDGAAR : 157
Bacillus_MD1 : YT; ----- TTVEENS-THPPTCCVNEPNVEKAECCSPTASSNKDTSNEES : 161
Bacillus_105MF : YTii----- ADEEIHK-VETSSCCVS-----—---- SDEKSIN--ST§EE- 1 147

Figure S2. Multiple alignment of ArsI homologues. Arsl from Nostoc sp. PCC 7120
(WP_010995277) was aligned with homologues from another two cyanobacteria
[Tolypothrix sp. PCC 7601 (WP_045871810), Synechococcus sp. PCC 7335
(WP_006454626)], one Gram-negative bacterium [Sorangium cellulosum
(WP_012238244)], and three Gram-positive bacteria [Phycicoccus jejuensis
(WP_030528615), Bacillus sp. MD1 (AIA09488), Bacillus sp. 105MF
(WP_018766215)]. Residues as predicted Fe’* binding site was indicated by
triangles, and the conserved cysteine pair that are probably involved in MAs(III)

binding was indicated by underling.
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Figure S3. The graph of SDS-PAGE for purified full-length NsArsI (Arslall) and

two truncated derivatives (ArsI10 and ArsI23).
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Figure S4. Elution profiles of NsArsl (A) and molecular-mass standards (B) from a HiLoad
16/600 Superdex 75 column. Inset of (A) is SDS-PAGE graph of each portion collected
according to the peaks of size-exclusion chromatography. The peaks in (B): 1.
Thyroglobulin (bovine), MW 670 kDa; 2. y-Globulin (bovine), MW 158 kDa; 3. Ovalbumin

(chicken), MW 44 kDa; 4. Myoglobin (horse), MW 17 kDa; 5. Vitamin B;,, MW 1.35 kDa.
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