Synthetic RORyt Agonists Enhance Protective Immunity
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Supplementary Figure 1. Chemical structures of SR1078, SR0987, SR2211, ursolic acid,
and desmosterol.
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Supplementary Figure 2. CRC for SR1078 and SR2211 in the presence of ursolic acid
(2uM) in the Gal4-RORy::UAS-Luc reporter assay in HEK293T cells.
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Supplementary Figure 3. CRC for SR1078, SR0987, and SR2211 in a TR-FRET assay using
RORy LBD and a FITC labeled SRC1 NR BOX 1 peptide.
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Supplementary Table 1a: Differential HDX Kinetics of RORyt + Compounds.

Peptide Sequence
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Supplementary Table 1b: Differential HDX Kinetics of RORyt pretreated with ursolic Acid

Compounds.

Peptide Sequence Start End Charge RORyt/UA t Desmosterol RORyt/UA £ SR1078 RORyt/UA + SR3-987 Structure
TEIEHLVQ 268 275
TEIEHLVQSVC 268 278
TEIEHLVQSVCKS 268 280
TEIEHLVQSVCKSYRETCQ 268 286
TEIEHLVQSVCKSYRETCQ 268 286
TEIEHLVQSVCKSYRETCQL 268 287
RLEDL 288 292
RLEDLL 288 293
RLEDLLRQRSNIFSRE 288 303
EVTGYQRKSMWEM 304 316
WERCAHHLTEAIQ 317 329
WERCAHHLTEAIQY 317 330
VVEFAKRLSGF 331 341
FAKRLSGF 334 341
CQanDaIvL 345 352
VRMCRAYNADNRTVF 363 377
CRAYNADNRTVF 366 377
YNADNRTVF 369 377
FEGKYGGMEL 378 387
FRALGCSEL 388 396
LISSIFDFSHSLSAL 396 410
ISSIFD 397 402
ISSIFDFSHSLSAL 397 410
IFDFSHSLSAL 400 410
DFSHSLSAL 402 410
FSHSLSAL 403 410
HFSEDEIAL 411 419
LAFHHHLCKTHRQSIL 448 463
AKLPPKGKLRSLCSQ 464 478
HVERLQIFQHLHPIWQ 479 495

IFQHLHPIVV! 484 495
AAFPPLYKEL 496 505

AAFPPLYKELF 496 506




Supplementary Table 2: Primer sequence for Q-PCR analysis

(reverse)

Gene name Primer sequence
Granzyme B CCT CCT GCT ACT GCT GAC
(forward)

Granzyme B GTC AGCACAAAGTCCTCTC

IL17A (forward)

CTC CAG AAGGCCCTCAGACTA
C

IL17A (reverse)

GGG TCT TCATTG CGG TGG

PD-1 (forward)

CGT CCC TCA GTC AAG AGG AG

PD-1 (reverse)

GTC CCT AGA AGT GCCCAACA




