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DNA Sequences.  The sequences used were as follows: 

 
Strand: 3’-(X’XT’Y’YT’)-biotin-5’ 
Sequence: 
            |----------YT’-----------|-----------Y’-----------|------------XT’----------|-----------X’----------| 
5’-(Biotin)-TTAGCAACCTCATCCTTAGGCCACCATTCCGTTTAGCTGCCAAACCAGCGCGAAACCTTGTCTGAGACCATATTATTTTGAAGAATCCCTATTTATGTGT-3’ 

 
Strand: 3’-(dabcyl)-(Z’ZT’)-biotin-5’ 
Sequence: 
            |----------ZT’-----------|-----------Z’-----------| 
5’-(Biotin)-CCTTGGTCGCTCTCTTTTCGTAAGTCTAATACGCGGGTGTTGTCCTTTCC—(dabcyl)-3’ 
 
Strand: 3’-(N’NT’)-biotin-5’ 
Sequence: 
            |----------NT’-----------|-----------N’-----------| 
5’-(Biotin)-TGAGGCTTATGCTCTTGCAGTCCTACCATGTTCAGCAGTGGTCCCTCTGT-3’ 
 
Strand: 5’-(XYNT)-3’ 
Sequence:  
   |-----------X------------|------------Y-----------|-----------NT-----------| 
5’-ACACATAAATAGGGATTCTTCAAAACGCTGGTTTGGCAGCTAAACGGAATTAGGACTGCAAGAGCATAAGCCTCA-3’ 
 
Strand: 5’-(XYZZT)-3’ 
Sequence:  
   |-----------X------------|-----------Y------------|------------Z-----------|-----------ZT-----------| 
5’-ACACATAAATAGGGATTCTTCAAAACGCTGGTTTGGCAGCTAAACGGAATGGAAAGGACAACACCCGCGTATTAGACTTACGAAAAGAGAGCGACCAAGG-3’ 

 
Strand: 5’-(XNNT)-3’ 
Sequence:  
   |-----------X------------|------------N-----------|-----------NT-----------| 
5’-ACACATAAATAGGGATTCTTCAAAAACAGAGGGACCACTGCTGAACATGGTAGGACTGCAAGAGCATAAGCCTCA-3’ 
 
Strand: 5’-(XZZT)-3’ 
Sequence:  
   |-----------X------------|------------Z-----------|-----------ZT-----------| 
5’-ACACATAAATAGGGATTCTTCAAAAGGAAAGGACAACACCCGCGTATTAGACTTACGAAAAGAGAGCGACCAAGG-3’ 
 
Strand: 5’-(YNNT)-3’ 
Sequence:  
   |-----------Y------------|------------N-----------|-----------NT-----------| 
5’-CGCTGGTTTGGCAGCTAAACGGAATACAGAGGGACCACTGCTGAACATGGTAGGACTGCAAGAGCATAAGCCTCA-3’ 
 
Strand: 5’-(YZZT)-3’ 
Sequence:  
   |-----------Y------------|------------Z-----------|-----------ZT-----------| 
5’-CGCTGGTTTGGCAGCTAAACGGAATGGAAAGGACAACACCCGCGTATTAGACTTACGAAAAGAGAGCGACCAAGG-3’ 
 
Strand: 5’-(XXT)-3’ 
Sequence: 
   |-----------X------------|-----------XT-----------| 
5’-ACACATAAATAGGGATTCTTCAAAATAATATGGTCTCAGACAAGGTTTCG-3’ 
 
Strand: 5’-(YYT)-3’ 
Sequence: 
   |-----------Y------------|-----------YT-----------| 
5’-CGCTGGTTTGGCAGCTAAACGGAATGGTGGCCTAAGGATGAGGTTGCTAA-3’ 
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Strand: 5’-(NNT)-3’ 
Sequence: 
   |-----------N------------|-----------NT-----------| 
5’-ACAGAGGGACCACTGCTGAACATGGTAGGACTGCAAGAGCATAAGCCTCA-3’ 
 
Strand: 5’-(…NT)-3’ 
Sequence: 
   |-…N-|-----------NT-----------| 
5’-CATGGTAGGACTGCAAGAGCATAAGCCTCA-3’ 
 
Strand: 5’-(Cy3)-(Z)-3’ 
Sequence: 
         |-----------Z-----------| 
5’-(Cy3)-GGAAAGGACAACACCCGCGTATTAG-3’ 


