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SUPPORTING INFORMATION

TABLE S1

Chemical Shifts (ppm) of Assigned Proton Resonances of Nonphosphorylated and Phosphorylated
' Peptides in the presence of mAb 148 in H,O and D,0 (95/5 v/v)

Residue Proton ‘ Human peptide Torpedo peptide

Nonphosphorylated Phosphorylated ~ Nonphosphorylated ~ Phosphorylated
Human/Torpedo

trans P,oPy; bond cis PyoPy; bond

G/A, o - - - 4.18 4.18
B - - - 162 1.61

Ty/N, NH 8.34 8.64 . - -
o 441 437 436 481 4.79
B 427 4.26 428 2.96, 2.86 2.95,2.87

v 1.22 122 1.24 - ;
) - - - 7.84,7.15 7.88,7.14

D, NH 8.36 8.65 8.68 8.61 8.65
o 456 4.56 4.61 4.63 4.66
B 278,265  2.71,2.64 2.75, 2.64 277,272 2.81,2.73

E, NH 8.52 8.46 8.46 8.56 8.56
o 4.13 4.17 4.18 426 427
B 1.82 1.86 1.96, 1.89 1.96 2.03, 1.96
2.09,2.04  2.13,2.06 2.20 222,214 2.29,2.22

Ys NH 8.40 8.29 8.35 8.33 8.36
o 450 4.49 4.41 4.59 455
B 296,290 298,291 2.90, 2.94 3.07, 2.99 3.08, 3.05

8 7.01 7.01 7.08 7.12 7.18

£ 6.80 6.8 6.99 6.89 7.11

Fe NH 8.25 8.07 8.11 8.09 8.19
o 4.61 455 450 4.62 4.62
B 3.10,3.00  3.08,3.00 3.08, 3.01 3.15, 3.10 3.16, 3.11

s 722 7.22 7.25 7.30 7.33
£ 7.36 735 7.37 7.43 745

g 7.31 1.29 7.31 7.39 7.40
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(04

8.11
4.07
1.78

1.46,1.14

0.87
0.86

8.49
4.28
1.79, 1.63
1.46
3.20

8.59
4.57
1.80
1.47
1.71
2.99

471
2.37,2.04

1.90
3.86, 3.63

447

2.34,2.05
1.96

3.83, 3.66

8.55
4.32
3.84

8.10
432

8.12
4.09
1.80
1.47,1.17
0.89
0.88

8.42

4.26
1.80,1.75

1.63

8.57
4.58
1.80
1.46
1.70

4.71
2.37,2.04

1.90
3.86,3.63

4.47
2.34,2.05

1.96
3.83,3.66

8.55
4.32
3.84

8.10
4.32

8.00
4.03
1.80
1.52,1.21
0.89 -
0.88

8.39
4.24
1.78
1.65
3.20

8.45
4.57
1.81
1.47
1.69
2.98

4.72
2.37,2.05

1.93
3.85,3.63

4.48
2.34,2.06

1.99

3.85

8.55
445
3.95, 3.89

8.18
3.79

8.17
4.11
1.83
1.56, 1.23
0.95
0.95

8.48
4.35
1.90, 1.83
1.73
3.30

8.62
4.63
1.90
1.56
1.79
3.10

4.49

2.41,2.02
2.14,2.09
3.89, 3.74

8.68
4.42
1.52

8.19
3.88,3.86

8.12
4.12
1.85

1.60, 1.27
0.96

0.96

8.49
4.33
1.86, 1.81
1.73
3.29

8.57
4.66
1.87
1.57
1.78
3.07

4.49
2.41,2.03
2.13,2.10
3.88,3.75

8.68
442
1.51

8.19
3.86




