[bookmark: _GoBack]Table 2. The 137 significantly differentially regulated genes with similar expression pattern according to mRNA levels in the small intestine of chemotherapy-treated piglets as compared to controls.
	Gene symbol
	Gene name
	FC All
	FDR All
	FC BUCY
	FDR BUCY
	FC DOX
	FDR DOX

	Upregulated Genes

	LOC100520832
	lithostathine-like
	12.3
	<0.001
	18.8
	<0.001
	6.4
	0.011

	LOC100157318
	apolipoprotein D-like
	3.8
	<0.001
	4.0
	0.007
	3.7
	<0.001

	PDK4
	pyruvate dehydrogenase kinase, isozyme 4
	3.7
	<0.001
	3.5
	<0.001
	2.1
	0.040

	FMO1
	flavin containing monooxygenase 1
	3.4
	<0.001
	3.5
	0.011
	3.0
	0.005

	CCL23
	chemokine (C-C motif) ligand 23
	3.3
	<0.001
	5.0
	0.007
	2.0
	0.000

	CXCL2
	chemokine (C-X-C motif) ligand 2
	2.9
	0.006
	6.5
	0.046
	1.7
	0.027

	SULT2A1
	sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone (DHEA)-preferring, member 1
	2.8
	<0.001
	3.9
	0.009
	1.8
	0.013

	DMBT1
	deleted in malignant brain tumors 1
	2.6
	<0.001
	9.1
	0.000
	1.6
	0.020

	CD163
	CD163 molecule
	2.6
	<0.001
	1.7
	0.035
	1.8
	0.029

	SLC2A6
	solute carrier family 2 (facilitated glucose transporter), member 6
	2.5
	<0.001
	2.8
	0.048
	2.3
	0.025

	CAST
	Calpastatin
	2.4
	0.031
	1.8
	0.042
	1.3
	0.013

	SFTPD
	surfactant protein D
	2.3
	0.002
	3.6
	0.006
	1.9
	0.027

	CFB
	complement factor B
	2.2
	<0.001
	2.4
	0.030
	2.2
	<0.001

	TSPAN1
	tetraspanin 1
	2.1
	0.001
	2.9
	0.031
	1.7
	0.043

	SULT1A1
	sulfotransferase family, cytosolic, 1A, phenol-preferring, member 1
	1.9
	<0.001
	2.9
	0.011
	1.8
	<0.001

	C1H9orf152
	chromosome 1 open reading frame, human C9orf152
	1.9
	0.006
	3.0
	0.010
	1.5
	0.006

	CP
	ceruloplasmin (ferroxidase)
	1.9
	<0.001
	1.9
	0.021
	2.0
	<0.001

	PGLYRP2
	peptidoglycan recognition protein 2
	1.9
	<0.001
	2.6
	0.007
	1.5
	0.040

	CEBPD
	CCAAT/enhancer binding protein (C/EBP), delta
	1.9
	<0.001
	1.9
	0.040
	1.4
	0.040

	ITIH3
	inter-alpha-trypsin inhibitor heavy chain 3
	1.8
	<0.001
	2.3
	0.012
	1.5
	0.006

	TXNIP
	thioredoxin interacting protein
	1.8
	0.005
	2.1
	0.049
	1.7
	0.029

	LOC100520367
	receptor expression-enhancing protein 2-like
	1.8
	0.002
	2.5
	0.014
	1.5
	0.043

	LOC100037951
	complement component C9
	1.8
	<0.001
	4.4
	0.008
	1.6
	<0.001

	GPNMB
	glycoprotein (transmembrane) nmb
	1.7
	0.002
	1.5
	0.033
	1.9
	0.020

	INPP5F
	inositol polyphosphate-5-phosphatase F
	1.7
	0.001
	1.7
	0.041
	1.5
	0.025

	ANKRD22
	ankyrin repeat domain 22
	1.7
	0.005
	2.0
	0.018
	1.5
	0.040

	MGMT
	O-6-methylguanine-DNA methyltransferase
	1.7
	<0.001
	1.8
	0.012
	1.8
	<0.001

	GFOD2
	glucose-fructose oxidoreductase domain containing 2
	1.6
	<0.001
	1.8
	0.027
	1.5
	0.005

	STEAP3
	STEAP family member 3, metalloreductase
	1.6
	<0.001
	1.6
	0.033
	1.7
	0.030

	KLF9
	Kruppel-like factor 9
	1.6
	0.044
	1.5
	0.049
	1.4
	0.040

	GNAZ
	guanine nucleotide binding protein (G protein), alpha z polypeptide
	1.5
	<0.001
	1.6
	0.044
	1.5
	0.025

	CD70
	CD70 molecule
	1.5
	<0.001
	1.3
	0.022
	1.7
	<0.001

	GRB10
	growth factor receptor-bound protein 10
	1.5
	0.006
	2.0
	0.046
	1.3
	0.020

	PIGU
	phosphatidylinositol glycan anchor biosynthesis, class U
	1.5
	<0.001
	1.6
	0.019
	1.2
	0.007

	CD9
	CD9 molecule
	1.5
	0.003
	2.1
	0.029
	1.4
	0.006

	PGD
	phosphogluconate dehydrogenase
	1.4
	0.003
	1.7
	0.000
	1.3
	0.011

	TRAF3IP2
	TRAF3 interacting protein 2
	1.4
	<0.001
	1.4
	0.007
	1.3
	0.013

	KIAA1468
	KIAA1468 ortholog
	1.3
	0.044
	1.6
	0.045
	1.3
	0.037

	FZD3
	frizzled family receptor 3
	1.3
	0.038
	1.5
	0.040
	1.4
	0.018

	KCNMA1
	potassium large conductance calcium-activated channel, subfamily M, alpha member 1
	1.2
	<0.001
	1.2
	0.003
	1.3
	0.022

	UGP2
	UDP-glucose pyrophosphorylase 2
	1.2
	0.016
	1.4
	0.045
	1.1
	0.046

	PAPP-A
	pregnancy-associated plasma protein-A
	1.2
	<0.001
	1.7
	0.011
	1.3
	0.009

	Downregulated Genes

	Gene symbol
	Gene name
	FC All
	FDR All
	FC BUCY
	FDR BUCY
	FC DOX
	FDR DOX

	IGHA
	immunoglobulin alpha heavy chain constant region
	15.3
	<0.001
	7.7
	0.006
	26.2
	<0.001

	LOC396781
	IgG heavy chain
	14.7
	<0.001
	4.3
	0.014
	27.2
	<0.001

	LOC100049651
	immunoglobulin VDJ region
	13.0
	<0.001
	7.6
	0.007
	18.5
	<0.001

	LOC100037924
	immunoglobulin VDJ region
	9.0
	<0.001
	5.1
	0.018
	12.9
	<0.001

	LOC100737768
	hemoglobin subunit alpha-like
	7.4
	<0.001
	7.4
	0.000
	7.5
	<0.001

	LOC100152327
	immunoglobulin lambda-like polypeptide 5
	6.7
	<0.001
	3.9
	0.006
	10.5
	<0.001

	HBB
	hemoglobin, beta
	3.5
	<0.001
	4.4
	0.002
	2.6
	0.007

	CPO
	carboxypeptidase O
	3.4
	0.002
	3.4
	0.023
	3.4
	0.006

	SLC35F5
	solute carrier family 35, member F5
	2.5
	0.002
	3.7
	0.005
	1.4
	0.027

	PPARGC-1
	peroxisome proliferator activated receptor gamma, coactivator 1 alpha
	2.5
	<0.001
	2.8
	0.005
	1.7
	0.011

	CD3G
	CD3g molecule, gamma (CD3-TCR complex)
	2.5
	<0.001
	4.4
	<0.001
	1.9
	0.021

	RETN
	Resistin
	2.4
	0.001
	3.1
	0.017
	2.7
	0.008

	CCL5
	chemokine (C-C motif) ligand 5
	2.3
	<0.001
	2.4
	<0.001
	1.7
	0.029

	VNN1
	vanin 1
	2.2
	0.006
	2.7
	0.018
	2.0
	0.014

	CX3CR1
	chemokine (C-X3-C motif) receptor 1
	2.2
	<0.001
	3.0
	0.007
	1.8
	0.025

	LOC100513611
	leucine-rich repeat-containing protein 17-like
	2.1
	<0.001
	2.1
	0.008
	2.1
	<0.001

	LCK
	lymphocyte-specific protein tyrosine kinase
	2.1
	<0.001
	2.6
	<0.001
	1.8
	0.007

	CD8A
	CD8a molecule
	2.0
	<0.001
	2.0
	0.003
	2.0
	<0.001

	CD3E
	CD3e molecule, epsilon (CD3-TCR complex)
	2.0
	<0.001
	2.7
	<0.001
	1.6
	0.016

	PSTPIP1
	proline-serine-threonine phosphatase interacting protein 1
	2.0
	<0.001
	1.5
	0.012
	1.7
	0.007

	LOC396634
	receptor-type tyrosine-protein phosphatase C-like
	2.0
	<0.001
	2.0
	0.045
	1.9
	0.004

	ORMDL1
	ORM1-like 1 (S. cerevisiae)
	1.9
	0.011
	2.3
	0.035
	1.4
	0.027

	CCL21
	chemokine (C-C motif) ligand 21
	1.9
	<0.001
	1.9
	0.025
	2.0
	0.009

	SLAMF7
	SLAM family member 7
	1.9
	0.006
	3.5
	0.000
	1.6
	0.046

	COL14A1
	collagen, type XIV, alpha 1
	1.9
	<0.001
	1.5
	0.025
	1.8
	0.036

	CCR10
	chemokine (C-C motif) receptor 10
	1.9
	<0.001
	1.5
	0.026
	2.3
	<0.001

	HTR1D
	5-hydroxytryptamine (serotonin) receptor 1D, G protein-coupled
	1.9
	<0.001
	2.3
	0.026
	1.6
	0.013

	CA2
	carbonic anhydrase II
	1.9
	<0.001
	2.3
	0.038
	1.4
	0.029

	MCT7
	Tryptase
	1.9
	0.002
	1.6
	0.038
	2.0
	0.033

	DOCK2
	dedicator of cytokinesis 2
	1.8
	0.002
	2.5
	0.009
	1.6
	0.034

	LOC396700
	Tryptase
	1.8
	0.002
	1.6
	0.027
	2.0
	0.013

	SLC1A1
	solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1
	1.8
	0.007
	2.3
	0.012
	1.5
	0.031

	ANO6
	anoctamin 6
	1.8
	0.002
	2.3
	0.027
	1.4
	0.022

	LY9
	lymphocyte antigen 9
	1.8
	<0.001
	1.6
	0.009
	1.9
	<0.001

	P311
	P311 protein
	1.8
	<0.001
	2.1
	<0.001
	1.7
	0.013

	LOC100621726
	interactor protein for cytohesin exchange factors 1-like
	1.6
	<0.001
	2.0
	<0.001
	1.5
	0.014

	LOC100736981
	eukaryotic translation initiation factor 1-like
	1.6
	0.002
	1.7
	0.028
	1.6
	0.007

	JAG1
	jagged 1
	1.6
	0.038
	2.2
	0.017
	1.3
	0.021

	FAM78A
	family with sequence similarity 78, member A
	1.6
	<0.001
	1.9
	0.002
	1.4
	0.029

	RGS10
	regulator of G-protein signaling 10
	1.6
	<0.001
	1.9
	0.022
	1.4
	0.036

	LOC733653
	crystallin, zeta (quinone reductase)
	1.6
	0.016
	2.2
	0.016
	1.3
	0.007

	GZMK
	granzyme K (granzyme 3; tryptase II)
	1.6
	0.003
	1.3
	0.032
	1.7
	<0.001

	GPSM3
	G-protein signaling modulator 3
	1.6
	<0.001
	1.8
	0.005
	1.4
	0.030

	PER2
	period circadian clock 2
	1.6
	0.002
	1.9
	0.035
	1.4
	0.029

	ICOS
	inducible T-cell co-stimulator
	1.6
	0.011
	1.7
	0.016
	1.5
	0.037

	CXHXorf21
	chromosome X open reading frame, human CXorf21
	1.5
	0.044
	1.7
	0.017
	1.5
	0.029

	HCLS1
	hematopoietic cell-specific Lyn substrate 1
	1.5
	<0.001
	1.8
	<0.001
	1.3
	0.025

	CXCL12
	chemokine (C-X-C motif) ligand 12
	1.5
	0.003
	1.5
	0.044
	1.6
	0.029

	CD79A
	CD79a molecule, immunoglobulin-associated alpha
	1.5
	0.006
	1.2
	0.026
	1.7
	0.027

	MMP19
	matrix metallopeptidase 19
	1.5
	<0.001
	1.6
	0.034
	1.4
	0.007

	CBX4
	chromobox homolog 4
	1.5
	<0.001
	2.3
	0.008
	1.4
	0.048

	CHGB
	chromogranin B (secretogranin 1)
	1.5
	0.016
	1.7
	0.023
	1.3
	0.029

	CS
	citrate synthase
	1.5
	0.035
	1.7
	0.022
	1.2
	0.027

	CD48
	CD48 molecule
	1.5
	0.012
	1.8
	0.005
	1.3
	0.010

	ITGA4
	integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 receptor)
	1.5
	0.002
	1.6
	<0.001
	1.4
	0.011

	SIDT1
	SID1 transmembrane family, member 1
	1.5
	0.019
	1.6
	0.031
	1.4
	0.011

	SET
	SET nuclear oncogene
	1.5
	<0.001
	1.5
	0.034
	1.4
	0.043

	ANGPT1
	angiopoietin 1
	1.4
	0.002
	1.5
	0.040
	1.4
	0.046

	SLC15A2
	solute carrier family 15 (H+/peptide transporter), member 2
	1.4
	<0.001
	1.4
	0.019
	1.5
	0.033

	TBX3
	T-box 3
	1.4
	<0.001
	1.8
	0.024
	1.4
	0.028

	GHITM
	growth hormone inducible transmembrane protein
	1.4
	0.008
	1.6
	0.029
	1.2
	0.025

	MS4A2
	membrane-spanning 4-domains, subfamily A, member 2
	1.4
	<0.001
	1.3
	0.010
	1.5
	<0.001

	C1H9orf80
	chromosome 9 open reading frame 80 ortholog
	1.4
	0.002
	1.4
	0.037
	1.4
	0.018

	RGS14
	regulator of G-protein signaling 14
	1.4
	0.000
	1.5
	0.022
	1.3
	0.022

	NR3C1
	nuclear receptor subfamily 3, group C, member 1 (glucocorticoid receptor)
	1.4
	0.002
	1.4
	0.023
	1.3
	0.042

	C14H10orf128
	chromosome 10 open reading frame 128
	1.4
	<0.001
	2.1
	0.010
	1.3
	0.046

	ID4
	inhibitor of DNA binding 4, dominant negative helix-loop-helix protein
	1.4
	0.012
	1.5
	0.017
	1.5
	0.043

	COL21A1
	collagen, type XXI, alpha 1
	1.4
	<0.001
	1.6
	0.043
	1.7
	0.021

	ACTR3
	ARP3 actin-related protein 3 homolog (yeast)
	1.4
	<0.001
	1.4
	0.008
	1.3
	0.025

	TMEM71
	transmembrane protein 71
	1.4
	<0.001
	1.3
	0.049
	1.3
	0.042

	ANGPTL6
	angiopoietin-like 6
	1.4
	<0.001
	1.5
	0.029
	1.3
	0.025

	KIAA1671
	KIAA1671 ortholog
	1.4
	0.007
	1.5
	0.044
	1.2
	0.037

	SLC25A3
	solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 3
	1.3
	0.026
	1.5
	0.030
	1.1
	0.040

	RFTN1
	raftlin, lipid raft linker 1
	1.3
	<0.001
	1.5
	<0.001
	1.4
	0.022

	GGTA1
	glycoprotein, alpha-galactosyltransferase 1
	1.3
	0.005
	1.5
	0.041
	1.5
	0.021

	CD2
	CD2 molecule
	1.3
	<0.001
	2.2
	<0.001
	1.3
	0.033

	P2RY10
	purinergic receptor P2Y, G-protein coupled, 10
	1.3
	0.002
	1.4
	0.019
	1.3
	0.048

	ASTE1
	asteroid homolog 1 (Drosophila)
	1.3
	0.003
	1.4
	0.045
	1.3
	0.029

	STAT4
	signal transducer and activator of transcription 4
	1.3
	<0.001
	1.3
	0.035
	1.3
	0.006

	CALM1
	calmodulin 1 (phosphorylase kinase, delta)
	1.3
	0.006
	1.3
	0.018
	1.3
	0.028

	MCUR1
	mitochondrial calcium uniporter regulator 1
	1.3
	0.023
	1.8
	0.010
	1.3
	0.029

	ITM2B
	integral membrane protein 2B
	1.3
	<0.001
	1.8
	0.025
	1.2
	0.048

	SYTL3
	synaptotagmin-like 3
	1.3
	<0.001
	1.3
	0.024
	1.2
	0.020

	CLTA
	clathrin, light chain A
	1.2
	0.012
	1.3
	0.040
	1.2
	0.023

	DNAJC14
	DnaJ (Hsp40) homolog, subfamily C, member 14
	1.2
	0.007
	1.4
	0.026
	1.2
	0.029

	CD1D
	CD1d molecule
	1.2
	0.007
	1.5
	0.015
	1.5
	0.027

	PDHA1
	pyruvate dehydrogenase (lipoamide) alpha 1
	1.2
	0.018
	1.3
	0.005
	1.4
	<0.001

	CHIC1
	cysteine-rich hydrophobic domain 1
	1.2
	0.019
	1.4
	0.004
	1.4
	0.009

	IL4
	interleukin 4
	1.2
	<0.001
	1.1
	0.028
	1.2
	0.013

	GRAP2
	GRB2-related adaptor protein 2
	1.2
	0.002
	1.2
	0.030
	1.3
	0.027

	LOC100155449
	protein CBFA2T1-like
	1.1
	0.016
	1.2
	0.041
	1.1
	0.037

	XIRP2
	xin actin-binding repeat containing 2
	1.1
	0.050
	1.4
	0.000
	1.2
	0.034

	SNX12
	sorting nexin 12
	1.1
	0.004
	1.3
	0.037
	1.1
	0.025

	RNF185
	ring finger protein 185
	.
	.
	1.4
	0.049
	1.5
	0.013

	MYOT
	Myotilin
	.
	.
	1.2
	<0.001
	1.1
	0.036


All, All treated animals vs. controls; BUCY, Busulfan+Cyclophophamide treated animals vs. controls; DOX, Doxorubicin treated animals vs. controls; FDR, False Discovery Rate; FC, Fold Change.

