PI3K-Akt signaling

Supplementary Dataset 1
Modulated microRNA pre

ted gene targets in PI3K-AKkt signaling pathway*

[mmu-miR-28-3p 2 [Ywhah, Foxo3
mmu-miR-30c-1-3p 3 Gsk3b, Gng7, Ths3

[mmu-miR-376¢-3p 2 Ppp2rSa, Iigh8

mmu-miR-135b-5p 10 Gsk3b, Ptk2, Pik3r2, Fgfl1, Crebs, Prlr, Pik3cd, Ppp2rsc, Colsal, Myc

[ mmu-miR-466b-3p 18 Mapkl, PdpkI, Tlr4, Gsk3b, Pdgfe, Ywhag, Sppl. Itga2, Igfl, Crebl, Phlpp2, Irs1, Pdgfd, Vegfa, Col24al, Fgfi2, Pdgfra, Itgh8

mmu-miR-350-3p 10 Prkaa2, Pik3r3, Crebl, Ywhab, Themd, Ghr, Sosl, Colla2, Ikbke, Pdgfra

[mmu-miR-149-5p 7 [Ywhaz, Pdgfe, Fasl, Phipp2, Breal, Cric2, Pdgfra

mmu-miR-486-5p 3 Pik3rl, Pdpkl, Pten

[mmu-miR-214-3p 15 Papkl,

mmu-miR-27b-5p 2 Sos2, Pik3cg

[mmu-miR-93-3p 2 Mapkl, Gnbl

mmu-miR-467c-5p 1 Pdgfd

[mmu-miR-7b-5p 7 Rps6kbl, Dditd, I12ra, Chrml, Colla2,, Sgl. Pik3ed

mmu-miR-132-3p 8 Mapkl, Gnbl, Sos1, Foxo3, Colsa2, Pten, Itghs, ltgad

[mmu-miR-466a-3p 2 Mapkl, Pik3rl, Pdpkl, Gsk3b, ltga2, Faf4, Irs1, Pdgfd, Vegfa, Gng2, Prkaal, Chuk, Fefi2, Itgbl, Bel2111, Pdgfra, Pten, Pik3cd, ltgb8, Colsal, Pkn2, Kit
mmu-miR-7a-1-3p 2 Pik3rl, ltga6, Ths1, Igfl, Phippl, Cene2, Crebl, Gng2, Casp9, Thbs2, Fef13, Kras, Angptl, Sos!, Pik3cb, Itgav, Ppp2r3c, Pdgfra, Pien, Myb, Met, Cdk2
[mmu-miR-381-3p 19 Flt1, Pdpk1, Gsk3b, Pdgfe, Rps6kbl, Ppp2r2a, Thbsl, Lpar6, Ppp2rSe, Vegfa, Fefl3, Colla2, Colal, Fgfr2, Coll lal, Pten, Atf2, Met, Ppp2rSc
mmu-miR-22-5p 3 Map2k1, I12ra, Ppp2rsc

[mmu-let-76-5p 20 Prkaa2, Tscl, Bel21l, Col3al, Thbsl, Insr, Ngf. Fefll, Collal, Col27al,Chrml, Prlr, Ghr, Nras, Col5a2, Osmr, Col24al, Colla2, 16, _Rps6kb2
mmu-miR-423-5p 3 Cdknla, Thbs3, Angptd

[mmu-miR-375-3p 8 Tscl, Lpard, Pdpkl, Kdr, Ppp2i2a, Prlr, Itga8Pik3ca,

mmu-miR-351-5p 6 Prkaa2, Lpar4, [I7r, Ppp2ca, Mcll, ltgad

[mmu-miR-193b-3p 6 Sos2, Ywhaz, Fgfl, Ppp2ca, Pten, Kit

mmu-miR-18a-3p 2 Crebl, Efnal

[mmu-miR-191-3p 1 B2l

mmu-miR-17-3p 8 Tscl, Eif4e2, Ywhag, Ppp2ca, Ywhag, Bel2I11, ligh8, Atf2

[mmu-miR-671-3p 2 RbI2, Rps6kb2

mmu-miR-30b-3p 4 Rps6kbl, Chrml, Prlr, Colsa2

[mmu-miR-741-3p 11 Fefl0, Creb312, Ywhag,, Faf7 Ppp2r2a, Igfl, Phipp2, Vegfa, Fefl 3, Prkea, Lpar3

mmu-miR-27a-5p 1 12

[mmu-miR-467b-3p 20 Mapkl, Pik3rl, Gsk3b, Itga2, Grb2, Ppp2rSe, Vegfa, Gng2, Ppp2ca, Osm, Gngtl, Fgf16, Iighl, Coll lal, Bel211 1, Pien, Met, ColSal, Pkn2, Kit
mmu-miR-878-3p 2 Ywhag, Hsp90bl

[mmu-miR-150-5p 8 Pik3rl, Gsk3b, Collal, Themd, Ghr.Osmr, Fefr2, Myb

mmu-miR-328-3p 4 Ywhaz, Csflr, Itgas, Rptor

[mmu-miR-705 2 Tscl, Col27al

mmu-miR-99b-3p 1 Gsk3b

[mmu-miR-425-5p 4 Map2kl, Igfl. Pik3ca, Pten

mmu-miR-294-3p 14 Fefl0, Ppp2r2a, Crebl, Phipp2, Cdknla RbI2, Atfbb, Fgf9, Cric2, Mcll, Pien ligh8, Coda2, Pkn2

[mmu-miR-295-3p 13 Ppp2r2a, Crebl, Phipp2, Cdknla, RbI2, Atféb, Fgfd, Crtc2, Mcll, Pten, Iigh8, Colda2, Pkn2

mmu-miR-465a-3p 1 Pik3rl

[mmu-miR-181a-5p 14 Mapkl, Pik3r3, Rps6kbl, Ywhag, Map2kl, Crebl, Sosl, Tighl, Bel2111, Pdgfra, Aki3, Pten, Itgb8, Hsp90bl

mmu-miR-877-3p 3 ligh3, Rptor, Lambl

[mmu-let-7b-5p 20 Prkaa, Tsl, Bel21l, Col3al, Thbsl, Insr, Ngf. Collal, Col27al, Chrml, Prlr, Ghr, Nras, Col5a2, Osmr, Col24al, Colla2, 16, Rps6kb2, Col4a2
mmu-let-7a-5p 20 Prkaa2, Tscl, Bel2ll, Col3al, Thbsl, Insr, Ngf, Collal, Col27al,, Chrml Prlr, Ghr, Nras, ColSa2, Osmr, Col24al, Colla2, ll6, Rps6kb2, Col4a2
[mmu-miR-463-5p 1 Myb

mmu-miR-92a-3p 2 Prkaa2, Tscl, Creb312, Ibsp, Pik3r3, Rpsokbl, Ddit4, Fasl, Col27al, Phipp2, ltgas, Sgk3, Prkaal, Itgas, Pik3ca, Pik3cb, ltgav, Colla2, Bel2111, Sgkl, Pten, ColSal
mmu-miR-877-5p 1 |itga8

mmu-miR-135a-1-3p 2 Fefl 5, Pten

[mmu-miR-200a-3p 11 Prkaa2, Ywhag, Cene2, Grb2, Phlpp2, Rheb, Gngs, Pdgfra, Epha2, Pten, Efnal

mmu-miR-181c-5p 13 Mapkl, Pik3r3, Rps6kbl, Ywhag, Map2kI, Crebl, ltgbl, Bel211 1, Pdgfra, Akt3, Pten, ltgh8, Hsp90bl

[ mmu-miR-883b-3p 6 [Ywhag, Ywhab, Ppp2rSa, lighl, Pten, Atf2

mmu-miR-139-5p 9 Gnbl, Eif4b, Ppp2ca, Gnb4, Ywhag, Gngs, ltgh8, Ppp2rSc, Colsal

[mmu-miR-409-3p 5 Gbpe, Igfl, Ywhab, Ppp2ca, Fgf®

mmu-miR-200a-5p 4 Gnbl, Ppp2ca, Faf13, Sgkl

* Diana micro-T-CSD algorithm was used (o predict the miRNA target Genes. Diana Mirpath software was used (o identify significantly modulated KEGG pathways of the miRNA target gencs. (34: Vlachos, L. S., N. Kostoulas, T. Vergoulis, G. Georgakilas, M. Reczko,
Maragkakis, M. D. Paraskevopoulou, K. Prionidis, T. Dalamagas, and A. G. Hatzigeorgiou. 2012. DIANA miRPath v.2.0: investigating the combinatorial effect of microRNAs in pathways. Nucleic acids rescarch 40:W498-504.)
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Jak-STAT signaling

Supplementary Dataset 1
Modulated microRNA predicted gene targets in Jak-STAT signaling pathway*

MiRNA Number of GenesTargeted Genes

mmu-miR-376¢-3p Spry2

mmu-miR-135b-5p Clcfl, Pik3r2, Socs4, Prlr, Pik3cd, Myc, Stat6

mmu-miR-466b-3p 1121, Piasl, Spred2

mmu-miR-350-3p Pik3r3, Spry4, Lifr, 1121, Ghr, Spredl, Sosl, Spry2

mmu-miR-486-5p Pik3rl

mmu-miR-214-3p Cbl, Spry4, I110rb, Socs7, Akt3

mmu-miR-27b-5p Sos2, Pik3cg

mmu-miR-7b-5p 112ra, Piasl, Pik3cd

mmu-miR-29b-1-5p Stat4

mmu-miR-132-3p Spryl, Spredl, Sosl

mmu-miR-466a-3p Pik3rl, Spryl, 121, Spredl, Piasl, Spry2, Cntfr, Spred2, Pik3cd

mmu-miR-7a-1-3p Pik3rl, Socs4, Sosl, Pias1, Pik3cb, Pias2

mmu-miR-381-3p Spryl, Clefl, Spredl, Piasl, Spry2, Socs5

mmu-miR-22-5p 112ra, Lepr, Socs7, Socs5

mmu-let-7f-5p Bcel2ll, Prlr, Ghr, 1110, Osmr, 116

mmu-miR-375-3p Prlr, Pik3ca, Socs5

mmu-miR-351-5p 17r

mmu-miR-193b-3p Sos2

mmu-miR-18a-3p Cblb, Stat3

mmu-miR-191-3p Bcl2l1

mmu-miR-17-3p Socs7, Spred2

mmu-miR-30b-3p Prlr

mmu-miR-741-3p 1112rb2, Csf2rb2

mmu-miR-27a-5p 112

mmu-miR-467b-3p Pik3rl, Spryl, Grb2, Spredl, Piasl, Osm, Spry2, Cntfr
mmu-miR-878-3p Lifr

mmu-miR-150-5p Pik3rl, Stat5b, Ghr, Osmr

mmu-miR-425-5p Lifr, Pik3ca

mmu-miR-294-3p Irf9, 1128ra
mmu-miR-295-3p 1rf9, 1128ra
mmu-miR-582-3p Spredl
mmu-miR-465a-3p Pik3rl

mmu-miR-181a-5p Pik3r3, Cblb, Lif, Spry4, Sosl, Akt3

mmu-miR-877-3p Socs2, Tpo, 1113ral

mmu-let-7b-5p Bcel2l1, 1113, Cish, Prlr, Ghr, 1110, Osmr, 116

mmu-let-7a-5p Bcel2l1, 1113, Cish, Prlr, Ghr, 1110, Osmr, 116

mmu-miR-92a-3p Pik3r3, Pik3ca, Pik3cb

mmu-miR-200a-3p Stat5b, Spry4, Stat5a, Grb2

mmu-miR-181c-5p Pik3r3, Cblb, Lif, Spry4, Spredl, Akt3

wla|h|w|w|w|[w|a|—=]|=|R R[N [s === [N|[=[N]|—=]|=|w|a|s|a|a|o|w]|=|w o |uv|[—=]c|w|a]|~

mmu-miR-883b-3p Cblb, Lif, Socs5

mmu-miR-139-5p 1 Socs7

* Diana micro-T-CSD algorithm was used to predict the miRNA target Genes. Diana Mirpath software was used to identify significantly modulated KEGG
pathways of the miRNA target genes. (34: Vlachos, 1. S., N. Kostoulas, T. Vergoulis, G. Georgakilas, M. Reczko, M. Maragkakis, M. D. Paraskevopoulou, K.
Prionidis, T. Dalamagas, and A. G. Hatzigeorgiou. 2012. DIANA miRPath v.2.0: investigating the combinatorial effect of microRNAs in pathways. Nucleic acids
research 40:W498-504.)
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Supplementary Dataset 1

MAPK signaling

Modulated microRNA predicted gene targets in MAPKsignalingpathway*

mmu-miR-28-3p 2 Fos, Cacnalg

mmu-miR-30c-1-3p 4 Map3k3, 1lir1, Map4k1, Ptprr

mmu-miR-376¢-3p 7 Rasa2, Mef2c, Bdnf, Rapgef2, Cacnalg, Cacna2d1, Map3k8

mmu-miR-135b-5p 6 Mef2c, Rps6kas, Fgfl, Ntrk2, Cacnald, Myc

mmu-miR-466b-3p 13 Mapk, Rasa2, Mef2c, Jun, Max, Cacnalb, Taokl, Map3k4, NIk, Il1a, Fgfi2, Pdgfra, Ptprr

mmu-miR-350-3p 15 Rasgrpl, Stmnl, Bdnf, Map2k3, Cacnb4, Ppm1b, Map2k4, Cacna2d1, Mecom, Sos1, Dusp10, Stk4, Ppp3r1, Ikbkg, Pdgfra
mmu-miR-149-5p 4 Rapla, Fasl, Flna, Pdgfra

mmu-miR-486-5p 4 Nf1,Ptpn7,Stk4,Map3k7

mmu-miR-214-3p 18 Mef2cFgfl41kbkbHspb1Fgf20PpmlaCacnb1Fgfrl Cacna2d1,Nras,Rasal Nfkb1,Fgf3,FIna,Akt3,Pak2 Nfatc2,Mapk8
mmu-miR-27b-5p 1 Sos2

mmu-miR-93-3p 4 Mapk1,Ntrk2,Flna,Rps6ka2

'mmu-miR-467e-5p 2 Taok3,Cdc25b

mmu-miR-7b-5p 4 Braf,Mecom,Cacng7,Arrb1

mmu-miR-132-3p 10 Mapk1,Cacnb4,Nlk,Dusp9,Rasgrp3,Sos1,Cacng2,Rras2,Mapkapk2,Cacnalc

mmu-miR-466a-3p 18 Rasgrpl,Mapk1,Rasa2,Mef2c,Bdnf,Cacnalb,Fgf4,Taok1,Rps6ka3,Ntrk2,Cacnal g,Chuk,Dusp10,Fgfi2, Pdgfra,Ptprr,Cdc42,Tab2
mmu-miR-7a-1-3p 18 Bdnf,Cacnb4,Rapgef2, Ntrk2,Ppp3cb,Prkx,Fgfl3,Kras,Sos1,Rap1b,Rras2,Dusp10,Map3k5,Ppp3rl,Ppp3ca,Pdgfra,Cdc42,B230120H23Rik
mmu-miR-381-3p 17 Mef2¢,Bdnf, Taok,Rps6ka3 Ntrk2,Nfl Fgfl3,Cacna2d1,Rap1b,Rras2,Crk,1500003003Rik,Fgfi2.Ppp3ca,Cacnalc,Atf2,Cdc42
mmu-miR-15b-3p 1 Mecom

mmu-miR-22-5p 6 Tgfb2,Rapla,Map2kl,Cacng2,Rap1b,Elkl

mmu-let-7f-5p 11 Map4k3,Map4k4, Ngf,Fgfl1,Tgfbrl ,Nras,Map4k2,Dusp4,Flna,Dusp1,Mapk8

mmu-miR-423-5p 1 Mras

mmu-miR-375-3p 5 Bdnf,Cacna2d1,Cacng2,Map3k5,Cacnala

mmu-miR-351-5p 9 Mapk12,Rapla,Rps6kal,Cacnb1,Dusp7,Map2k7,Map4k2,Traf6,Map3k11

mmu-miR-193b-3p 5 Sos2,Max,Fgfl,Rapgef2,Dusp7

mmu-miR-331-3p 1 Cacnbl

'mmu-miR-18a-3p 1 Mapt

mmu-miR-191-3p 3 Fos,Rapgef2, N1k

'mmu-miR-17-3p 2 Map4k2,Atf2

mmu-miR-296-5p 1 Srf

'mmu-miR-30b-3p 2 Cacna2d1,Map3k8

mmu-miR-741-3p 12 Fgfl10,Taok3,Fgf7,Cacnb4,Ntrk2,Ntf5,Mapk 10,Fgf13,Prkca,Pla2g4c,Ptprr,Rps6ka2

'mmu-miR-27a-5p 2 Cacna2dl,Mecom

mmu-miR-467b-3p 17 Rasgrpl,Mapk1,Rasa2,Mef2c,Bdnf,Cacnalb,Taok1,Rps6ka3,Grb2,Ntrk2,Cacnal g,Cacna2d1,Rap1b,Dusp10,Fgf16,Ptprr, Tab2
mmu-miR-878-3p 1 Mef2c

mmu-miR-150-5p 4 Ppp3r2,Cacnalg,Fgfi2,Srf

mmu-miR-328-3p 3 Max,Cacng2,Flna

'mmu-miR-705 3 Prkcg,Map3k13,Dusp8

mmu-miR-425-5p 2 Bdnf,Map2k1

mmu-miR-294-3p 11 Fgf10,Mef2c,Rps6ka5,Rps6kal, Mknk2, Dusp2,Tgfbr2,Elk4,Fgf9,Ppp3rl,Map3kl11

mmu-miR-295-3p 13 Mef2¢,Rps6ka5,Map3k12,Rpsékal Mknk2,Dusp2,Rps6ka3, Tgfbr2,Crk,Elk4,Fgf9,Ppp3rl,Map3k11
mmu-miR-582-3p 1 Rps6ka3

'mmu-miR-181a-5p 16 Mapk1,Map2k1,Taok1,Fos,Rps6ka3, NIk, Tgfbrl,Il1a,Braf,Sos1,Rap1b,Rras2,Tnf,Ppp3rl,Pdgfra, Akt3
mmu-let-7b-5p 11 Mef2c,Map4k3,Map4k4,Ngf, Tgfbrl ,Nras,Dusp4,Flna, Tab2,Dusp1,Mapk8

mmu-let-7a-5p 10 Map4k3,Map4k4, Ngf, Tgfbrl,Nras,Map4k2,Dusp4,Flna,Dusp 1, Mapk8

mmu-miR-92a-3p 9 Fasl Nlk,Map2k4,Braf,Rap 1b,Dusp10,Elk4,Cacnalc,B230120H23Rik

'mmu-miR-135a-1-3p 1 Fgfl5

mmu-miR-200a-3p 13 Tgfb2,Map3k3,Grb2,Rapgef2,Ntrk2, Map2k4,Cacna2d1,Dusp3,Pdgfra,Prkacb,Map3k7,Cdc42,Mapk8
mmu-miR-181c-5p 15 Mapk1,Map2k1,Taok1,Fos,Rps6ka3,NIk,Tgfbrl,Il1a,Braf,Rap1b,Rras2, Tnf,Ppp3r1,Pdgfra, Akt3
mmu-miR-883b-3p 2 Nfl,AtR2

mmu-miR-139-5p 6 Jun,Taok1,Prkx,Cacna2d1,Rap1b,Mapk8

mmu-miR-409-3p 2 Bdnf,Fgfd

'mmu-miR-200a-5p 4 Ppmla,Nr4al,Fgfl3,Map3k7

*Diana micro-T-CSD algorithm was used to predict the miRNA target Genes. Diana Mirpath software was used to identify significantly modulated KEGG pathways of the miRNA target genes. (34: Vlachos, I. S., N. Kostoulas, T.
Vergoulis, G. Georgakilas, M. Reczko, M. Maragkakis, M. D. Paraskevopoulou, K. Prionidis, T. Dalamagas, and A. G. Hatzigeorgiou. 2012. DIANA miRPath v.2.0: investigating the combinatorial effect of microRNAs in pathways.
Nucleic acids research 40:W498-504.)
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mTOR signaling

Supplementary Dataset 1

|M0dulated microRNA predicted gene targets in mTOR signaling pathway* |

mmu-miR-376¢-3p 1 Hifla

mmu-miR-135b-5p 3 Pik3r2, Hifla, Pik3cd
mmu-miR-466b-3p 6 Mapk1, Pdpkl,Igfl, Irs1, Vegfa, Cab39
mmu-miR-350-3p 3 Prkaa2, Pik3r3, Rictor
mmu-miR-486-5p 3 Pik3rl, Pdpkl, Pten

mmu-miR-214-3p 5 Pdpk1, Ikbkb, Pgf, Akt3, Cab39
mmu-miR-27b-5p 1 Pik3cg

mmu-miR-93-3p 3 Mapkl, Hifla, Rps6ka2
mmu-miR-7b-5p 4 Rps6kbl, Ddit4, Braf, Pik3cd
mmu-miR-132-3p 2 Mapkl1, Pten

mmu-miR-466a-3p 10 Mapkl, Pik3rl, Pdpkl, Rps6ka3, Irs1, Vegfa, Prkaal, Pten, Pik3cd, Cab39

mmu-miR-7a-1-3p

Pik3rl, Igfl, Hifla, Rictor, Pik3cb, Pten

mmu-miR-381-3p

Pdpk1, Rps6kbl, Ulk2, Rps6ka3, Vegfa, Rictor, Rragc, Pten, Cab39

mmu-miR-15b-3p

Hifla

mmu-miR-22-5p

Strada

mmu-let-7{-5p

Prkaa2, Tscl, Rictor, Rps6kb2

mmu-miR-375-3p

Tscl, Pdpkl, Pik3ca

mmu-miR-351-5p

Prkaa2, Ulk3, Rps6kal, Strada

mmu-miR-193b-3p Pten
mmu-miR-17-3p Tscl, Eif4e2
mmu-miR-671-3p Rps6kb2
mmu-miR-30b-3p Rpso6kbl

mmu-miR-741-3p

Igfl, Vegfa, Prkca, Strada, Rps6ka2

mmu-miR-467b-3p

Mapkl, Pik3rl, Ulk2, Rps6ka3, Vegfa, Pten, Cab39

mmu-miR-878-3p Hifla
mmu-miR-150-5p Pik3rl, Ulk3
mmu-miR-328-3p Rragc, Rptor
mmu-miR-705 Tscl, Prkcg

mmu-miR-425-5p

Igf ,Pik3ca ,Pten ,

mmu-miR-294-3p

Rps6kal, Pten

mmu-miR-295-3p

Rpso6kal, Rps6ka3, Pten

mmu-miR-582-3p Rpso6ka3

mmu-miR-465a-3p Pik3rl

mmu-miR-181a-5p Mapk!1 Pik3r3 ,Rps6kbl ,Rps6ka3 ,Braf ,Tnf ,Akt3 ,Pten,
mmu-miR-877-3p Rptor

mmu-let-7b-5p

Prkaa2, Tscl, Rictor, Rps6kb2

mmu-let-7a-5p

Al || =|—|W[N|WININ[(N|=|Q[n|—= =[N~ [~ ]|—=|—]|O |

Prkaa2, Tscl, Rictor, Rps6kb2

mmu-miR-92a-3p 10 Prkaa2, Tscl, Pik3r3, Rps6kbl, Ddit4, Braf, Prkaal, Pik3ca, Pik3cb,Pten
mmu-miR-135a-1-3p 1 Pten

mmu-miR-200a-3p 5 Prkaa2, Ulk2, Rheb, Cab391, Pten

mmu-miR-181c-5p 8 Mapkl1, Pik3r3, Rps6kbl, Rps6ka3, Braf, Tnf, Akt3, Pten
mmu-miR-883b-3p 2 Rictor, Pten

mmu-miR-139-5p 1 Eif4b

mmu-miR-409-3p 1 Igfl

* Diana micro-T-CSD algorithm was used to predict the miRNA target Genes. Diana Mirpath software was used to identify significantly modulated
KEGG pathways of the miRNA target genes. (34: Vlachos, L. S., N. Kostoulas, T. Vergoulis, G. Georgakilas, M. Reczko, M. Maragkakis, M. D.
Paraskevopoulou, K. Prionidis, T. Dalamagas, and A. G. Hatzigeorgiou. 2012. DIANA miRPath v.2.0: investigating the combinatorial effect of
microRNAs in pathways. Nucleic acids research 40:W498-504.)
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Supplementary Dataset 1

NF-kappa B signaling

Modulated microRNA predicted gene targets in NF-kappa B signaling pathway*

MiRNA

Number of GenesTargeted

Genes

mmu-miR-30c-1-3p

2

Il1r1, Cxcl12

mmu-miR-135b-5p

Cd40lg, Tab3

mmu-miR-466b-3p

Tlr4, Xiap, Vcaml, Cxcl2

mmu-miR-350-3p

Maltl, Ptgs2, Xiap, Tab3, Ikbkg, Birc2

mmu-miR-149-5p

Tirap

mmu-miR-486-5p

Irak4, Map3k7

mmu-miR-214-3p

Ikbkb,Prkcq, Nfkb1, Traf3, Ripkl

mmu-miR-93-3p

Plcgl

mmu-miR-7b-5p

Tnfaip3, Tirap, Parpl

mmu-miR-466a-3p

Nfkbia, Maltl, Birc3, Xiap, Chuk, Tab2

mmu-miR-7a-1-3p Xiap

mmu-miR-381-3p Nfkbia, Csnk2al
mmu-miR-22-5p Plcgl, Ercl
mmu-let-7f-5p Bcel211

mmu-miR-423-5p Ccl4

mmu-miR-351-5p Tnfaip3, Csnk2al, Traf6
mmu-miR-193b-3p Plau

mmu-miR-191-3p Bcel211

mmu-miR-30b-3p

Maltl, Ticam1

mmu-miR-741-3p

Tnfrsflla, Traf3

mmu-miR-467b-3p

Nfkbia, Malt1, Birc3, Tab2

mmu-miR-705

Csnk2a2

mmu-miR-181a-5p

Xiap, Card11, Tab3, Tnf

mmu-let-7b-5p

Bcl211, Csnk2al, Tab2

mmu-let-7a-5p

Bcl211, Csnk2al

mmu-miR-92a-3p

Traf3

mmu-miR-200a-3p

Cxcl12, Map3k7

mmu-miR-181c-5p

Xiap, Card11, Tab3, Tnf

mmu-miR-139-5p

el B I I IS VST (N SN [ (SN B N0 NS I I HUSTR E o Et I NS0 B NS N I Ko W HUSTY T (U 1 I NS 20 P Ko N [ SN I NS

Traf3

mmu-miR-200a-5p

[

Map3k7

* Diana micro-T-CSD algorithm was used to predict the miRNA target Genes. Diana Mirpath software was used to identify
significantly modulated KEGG pathways of the miRNA target genes. (34: Vlachos, I. S., N. Kostoulas, T. Vergoulis, G.
Georgakilas, M. Reczko, M. Maragkakis, M. D. Paraskevopoulou, K. Prionidis, T. Dalamagas, and A. G. Hatzigeorgiou.
2012. DIANA miRPath v.2.0: investigating the combinatorial effect of microRNAs in pathways. Nucleic acids research
40:W498-504.)
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Supplementary Dataset 1

Toll-like receptor signaling

Modulated microRNA predicted gene targets in Toll-like receptor signaling pathway*

MiRNA NumberofGenesTargeted Genes
mmu-miR-28-3p 1 Fos
mmu-miR-376¢-3p Map3k8

mmu-miR-135b-5p

Pik3r2, Pik3cd

mmu-miR-466b-3p

Mapkl, Jun, TIr4, Sppl, Cxcll0,

mmu-miR-350-3p

Pik3r3, Map2k3, Map2k4, Ikbkg

mmu-miR-149-5p

Tirap

mmu-miR-486-5p

Pik3r1, Irak4, Map3k7

mmu-miR-214-3p

Tkbkb, Nfkbl1, Traf3, Akt3, Ripk1, Mapk8

mmu-miR-27b-5p Pik3cg
mmu-miR-93-3p Mapk1
mmu-miR-7b-5p Tirap, Pik3cd
mmu-miR-132-3p Mapk1

mmu-miR-466a-3p

Mapk1, Nfkbia, Pik3rl, Cxcll0, Chuk, Pik3cd, Tab2

mmu-miR-7a-1-3p

Pik3rl1, Pik3cb

mmu-miR-381-3p Nfkbia, TIr3
mmu-miR-22-5p Map2k1

mmu-let-7f-5p 116, Mapk8
mmu-miR-423-5p Ccl4

mmu-miR-375-3p Pik3ca
mmu-miR-351-5p Mapk12, Map2k7, Traf6
mmu-miR-191-3p Fos

mmu-miR-30b-3p

Map3k8, Ticam]

mmu-miR-741-3p

Mapk10, Traf3

mmu-miR-467b-3p

Mapk1, Nfkbia, Pik3r1, Tab2

mmu-miR-150-5p Pik3rl
mmu-miR-425-5p Map2kl, Pik3ca
mmu-miR-582-3p Tollip
mmu-miR-465a-3p Pik3rl

mmu-miR-181a-5p

Mapkl, Pik3r3, Map2kl, Fos, Tnf, Akt3

mmu-let-7b-5p

116, Tab2, Mapk8

mmu-let-7a-5p

116, Mapk8

mmu-miR-92a-3p

Pik3r3, Map2k4, Pik3ca, Pik3cb, Traf3

mmu-miR-200a-3p

Map2k4, Map3k7, Mapk8

mmu-miR-181c-5p

Mapk|, Pik3r3, Map2kl, Fos, Tnf, Akt3

mmu-miR-139-5p

Jun, Traf3, Mapk8

mmu-miR-200a-5p

—lWwWwlan|lW I |[w i |[— === —=|— =N === n|W =B |un | |—

Map3k7

* Diana micro-T-CSD algorithm was used to predict the miRNA target Genes. Diana Mirpath software was used to identify significantly modulated
KEGG pathways of the miRNA target genes. (34: Vlachos, I. S., N. Kostoulas, T. Vergoulis, G. Georgakilas, M. Reczko, M. Maragkakis, M. D.
Paraskevopoulou, K. Prionidis, T. Dalamagas, and A. G. Hatzigeorgiou. 2012. DIANA miRPath v.2.0: investigating the combinatorial effect of
microRNAs in pathways. Nucleic acids research 40:W498-504.)
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