Supplementary Data. Alignment of the amino acid sequence of partial NS5 region obtained in this study, alongwith other GenBank Flavivirus sequences, showing conserved/delete/Inserted residues. The sequence on the top (indicated by isolate name CFLV_NEI1) represents the ISF sequences reported in this study.
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CFLV_NEI1 APSEYHKRLIKATVTLAYKNIVALFPR--NHPMFRSGTVLDVLSRTDQRGSGQVTTYALNTVTNGKCQVGRTIEACGLLD

AGG76014_PCV APTTYHKKLITATMTLAYKNIVALFPR--NHPMYRSGTVLDVLSRTDQRGSGQVTTYALNTVTNGKCQVGRTLEACGLLD

ACV04605_NAKV AETPYHKRLIEATFNLAYKNIVALFPR--NHPKYRSGTVLDVLSRTDQRGSGQVTTYALNTITNGKCQLGRVIEAHGLLD

YP_002884239_QBV ----YHAKLISSVFKHCYMNMVALFPR--NHPKYRSGTVFDVLSRTDQRGSGQVTTYALNTVTNGKNQVGRMLEAEGLLD

AEH43762_Med CxFlv ----YHAQLIRSVFKFCYMNMVALFPR--NHPQFRSGTVFDVVSRTDQRGSGQVTTYALNTVTNGKNQVGRLLEAEGLLH

AET13370_CxFlv ----YHAQLIRVVFKFCYMNMVALFPR--NHPQFRSGTVFDVVSRTDQRGSGQVTTYALNTVTNGKNQVGRMLEAEGLLD

AFY62970_AeFlv ----FHRALIAATMKLAYRNIVAMFPR--THTRYGSGTVMDVVGRTDQRGSGQVVTYALNTITNGKVQVARTLESEGLLY

AAO24117_KRV ----YHKALIRATMKLAYQNIVAMFPR--THSKYGSGTVMDVVGRRDQRGSGQVVTYALNTVTNGKVQVARVLESEGLLN

ADP09353_CFAV ----HHRALMAATMRLAYQNIVAMFPR--THSKYGSGTVMDVVGRRDQRGSGQVVTYALNTITNGKVQVARVLESEGLLH

AEH43703_Med OFlv -----HRALATAIFKFAYQNIVALFPR--NHPGFGSGTVMDVVARTDQRGSGQVVTYALNTITNAKIQLGRMIEAEGLLG

ADW86163_Cal virus ----YHAKLVKALYANAYRHIVALFPR--DHPRFGSGTVIDVVVRTDQRGSGQVTTYAMNTITNGKTLVGRAIEADGLLD

AB196924_JEV -----HRKLARAIIELTYRHKVVKVMR----PAAEGKTVMDVISREDQRGSGQVVTYALNTFTNIAVQLVRLMEAEGVIG

U39292_TBEV --EGEHKQLATTIMQKAYHAKVVKVAR----PSRDGGCIMDVITRRDQRGSGQVVTYALNTLTNIKVQLIRMMEGEGVIE
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CFLV_NEI1 AP---------LPTIDAWLTANLEKTLEAMVVAGDDVVVATDNDEFHTSLRYITATSKIRKNLGVNEPSPRFTCWEDVEF

AGG76014_PCV AP---------LTTIDSWLTANLERVLGAMVVAGDDVVVATDNEEFHTSLRYITATSKIRKNLGVSEPSPRFTSWEDVEF

ACV04605_NAKV AP---------LSTIDKWLEEHMEEELKGMVVAGDDVVVATNNDAFHTSLKYLTATSKIRKNLKPNEPSPRFTNWEDVEF

YP_002884239_QBV AP---------LPVIDSWLDSNLEHVLSCMVVAGDDVVVATNNDRFHTSLTYITITSKTRKNLKPTEPSPRYSSWEQVEF

AEH43762_Med CxFlv AP---------LEQIDAWLTLNLEQALSGMVVAGDDVVVATNNENFHTSLEYITSTSKIRKNLGPTEPSPRHTSWEQVEF

AET13370_CxFlv AP---------LEMIDGWLGSHLEEILSGMVVAGDDVVVATNNENFHTSLRYITAASKTRKNLQPTEPSPRYTNWEHVEF

AFY62970_AeFlv AD---------TQVIDRWLSKNLDDVLSCMTIAGDDVVVSTMNRSFASSLDYLELTGKTRKNVPRGAPSKMESDWQKVEF

AAO24117_KRV AD---------INVIDKWLTKNMENVLSNMVIAGDDVVVSTDNREFSSSLEYLELTGKTRKNIPQGAPSRMECNWEKVEF

ADP09353_CFAV AD---------ESVLDAWLGKHLEEALGNMVIAGDDVVVSTDNRNFSSALEYLELTGKTRKNVPQGAPSRMESDWEKVEF

AEH43703_Med OFlv AP---------ESVIAKWLNDNGEDRLSAMVVAGDDVVVATNNDKFSHSLDYLNLNGKIRKDIDPSLPSRVQTNWETVEF

ADW86163_Cal virus AP---------ADEIWSWLERNCEKFLAGCVVAGDDAVVATNNSKFINSLSYINTAGKIRKDIGIDSPSRFSTNWEEVEF

AB196924_JEV PQHLEQLPRKNKIAVRTWLFENGEERVTRMAISGDDCVVKPLDDRFATALHFLNAMSKVRKDIQEWKPSHGWHDWQQVPF

U39292_TBEV AADAHN---PRLLRVERWLKEHGEERLGRMLVSGDDCVVRPLDDRFGKALYFLNDMAKTRKDIGEWEHSAGLSSWEEVPF
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CFLV_NEI1 CSHHFHPLTLRDGRVLIAPCRDQNEIIGRSRIQKGGIVDMAAAGCLAKAHAQMWALYFFHRRDLRVGFAAI

AGG76014_PCV CSHHFHPLTLRDGRVLIAPCRDQNEIIGRSRIQKGGIVDMASAGCLAKAHAQMWALYFFHRRDLRIGFAAI

ACV04605_NAKV CSHHFHQLVLRDGRMLIAPCRDQNEIIGRSRIQKGGIVDMSAAGCLAKAHAQMWALYFFHRRDLRLGFAAI

YP_002884239_QBV CSHHFHALVLRDGREIIAPCRDQHEIIGRARIQKGGVVDMSAAGCLAKAHAQMWGLYYFHRRDLRLGFAAI

AEH43762_Med CxFlv CSHHFHPLTLRDGREIIAPCRDQHEIIGRARIQKGGIVNMSAAGCLAKAHAQMWGLYYFHRRDLRLGFAAI

AET13370_CxFlv CSHHYHPLVLQDGREIIAPCRDQHEIIGRARIQKGGIVDMSAAGCLAKAHAQMWALYYFHRRDLRLGFAAI

AFY62970_AeFlv CSHHYHELSLRDGRILIVPCRQESEVVGRSRLQKGGIVTMAESACMAKAYAQMWALYFFHRRDLRLGFAAI

AAO24117_KRV CSHHYHEMYLRDGRNLIVPCRHEDEIVGRSRLQKGGVVSLAESACMAKAYAQMWALYFFHRRDLRLGFVAI

ADP09353_CFAV CSHHYHEMCLKDGRLLIAPCRHENEVLGRSRLQKGGVVSISESACMAKAYAQMWALYFFHRRDLRLGFIAI

AEH43703_Med OFlv CSHHYHPMTLRDGRRIIVPCRDQNEVIGRGRIQKGGLVTIADSACLAKAYGQMWALYFFHRRDLRMAFMAI

ADW86163_Cal virus CSHHFHKLLLKDGRSLIVPCRDQHEVIGRSRIQKGGVVSLAASACLAKAYA--------------------

AB196924_JEV CSNHFQEIVMKDGRSIVVPCRGQDELIGRARISPGAGWNVKDTACLAKAYAQMWLLLYFHRRDLRLMANAI

U39292_TBEV CSHHFHELVMKDGRTLVVPCRDQDELVGRARISPGCGWSVRETACLSKAYGQMWLLSYFHRRDLRTLGLAI


