Supplementary Table 1. Linkage Disequilibrium (D' and R2) by Composite Haplotype Method 

	Gene
	SNP
	rs10246939
	rs1726866
	rs713598

	TAS2R38
	rs10246939
	-
	D' = 1
	D' = 1

	
	rs1726866
	R2 = 0.5671
	-
	D' = 0.8931

	
	rs713598
	R2 = 0.8572
	R2 = 0.4817
	-

	 
	 
	 
	 
	 

	 
	 
	 
	 
	 

	Gene
	SNP
	rs2274327
	rs2274333
	 

	CA6
	rs2274327
	-
	D' = 0.5224
	 

	 
	rs2274333
	R2 = 0.07446
	-
	 


Supplementary Table 2. Association between genotype and limited variety
	SNP
	Genotype
	LSMeans ± se
	PE Association ModelA, p-value

	
	
	
	Additive
	Dominant
	Recessive

	rs2234233
	CC
	-0.993 ± 0.306
	0.3812
	0.2367
	0.6937

	
	CT
	-1.315 ± 0.458
	
	
	

	
	TT
	0.188 ± 1.045
	
	
	

	rs10772420
	AA
	-0.988 ± 0.387
	0.7824
	0.4947
	0.9535

	
	AG
	-0.922 ± 0.340
	
	
	

	
	GG
	-1.294 ± 0.522
	
	
	

	rs713598
	GG
	-0.458 ± 0.373
	0.0766
	0.1189
	0.0345

	
	GC
	-1.150 ± 0.368
	
	
	

	
	CC
	-1.617 ± 0.491
	
	
	

	rs2274327
	CC
	-1.146 ± 0.384
	0.2825
	0.1134
	0.7262

	
	CT
	-1.208 ± 0.361
	
	
	

	
	TT
	-0.351 ± 0.489
	
	
	

	rs2274333
	AA
	-1.039 ± 0.323
	0.9702
	0.9630
	0.8075

	
	AG
	-0.944 ± 0.380
	
	
	

	
	GG
	-0.968 ± 0.665
	
	
	

	rs35874116
	TT
	-0.893 ± 0.340
	0.2882
	0.1147
	0.5057

	
	TC
	-0.899 ± 0.360
	
	
	

	
	CC
	-1.949 ± 0.682
	
	
	


A
Adjusting for child age, gender, breastfed status, parent education level. 

Bolded p-values are significant at α = 0.05.
Supplementary Table 3. Selected SNPs and associations with food refusals
	SNP
	Genotype
	LSMeans ± se
	PE Association ModelA, p-value

	
	
	
	Additive
	Dominant
	Recessive

	rs2234233
	CC
	-1.537 ± 0.338
	0.6099
	0.7178
	0.3233

	
	CT
	-1.120 ± 0.454
	
	
	

	
	TT
	-0.984 ± 1.195
	
	
	

	rs10772420
	AA
	-1.338 ± 0.418
	0.9607
	0.8748
	0.7855

	
	AG
	-1.446 ± 0.379
	
	
	

	
	GG
	-1.493 ± 0.563
	
	
	

	rs713598
	GG
	-1.072 ± 0.401
	0.3764
	0.9436
	0.1873

	
	GC
	-1.721 ± 0.416
	
	
	

	
	CC
	-1.445 ± 0.490
	
	
	

	rs2274327
	CC
	-1.467 ± 0.427
	0.2732
	0.1334
	0.9159

	
	CT
	-1.743 ± 0.410
	
	
	

	
	TT
	-0.811 ± 0.495
	
	
	

	rs2274333
	AA
	-1.414 ± 0.352
	0.4517
	0.2391
	0.9821

	
	AG
	-1.224 ± 0.406
	
	
	

	
	GG
	-2.587 ± 0.074
	
	
	

	rs35874116
	TT
	-1.327 ± 0.374
	0.4653
	0.2162
	0.6416

	
	TC
	-1.315 ± 0.391
	
	
	

	
	CC
	-2.286 ± 0.790
	
	
	


A
Adjusting for child age, gender, breastfed status, parent education level. 

Bolded p-values are significant at α = 0.05.
Supplementary Table 4. Selected SNPs and associations with struggles for control
	SNP
	Genotype
	LSMeans ± se
	PE Association ModelA, p-value

	
	
	
	Additive
	Dominant
	Recessive

	rs2234233
	CC
	-1.225 ± 0.323
	0.4037
	0.1785
	0.7666

	
	CT
	-1.256 ± 0.461
	
	
	

	
	TT
	 0.213 ± 1.062
	
	
	

	rs10772420
	AA
	-1.123 ± 0.414
	0.9380
	0.8186
	0.8476

	
	AG
	-1.246 ± 0.362
	
	
	

	
	GG
	-1.083 ± 0.509
	
	
	

	rs713598
	GG
	-0.814 ± 0.396
	0.1002
	0.3510
	0.1417

	
	GC
	-1.732 ± 0.414
	
	
	

	
	CC
	-0.858 ± 0.443
	
	
	

	rs2274327
	CC
	-1.790 ± 0.454
	0.0500
	0.0290
	0.0831

	
	CT
	-1.251 ± 0.379
	
	
	

	
	TT
	-0.305 ± 0.485
	
	
	

	rs2274333
	AA
	-1.450 ± 0.355
	0.2981
	0.6006
	0.1199

	
	AG
	-0.832 ± 0.387
	
	
	

	
	GG
	-0.807 ± 0.664
	
	
	

	rs35874116
	TT
	-1.274 ± 0.374
	0.9025
	0.9361
	0.6587

	
	TC
	-1.085 ± 0.373
	
	
	

	
	CC
	-1.146 ± 0.574
	
	
	


A
Adjusting for child age, gender, breastfed status, parent education level. 

Bolded p-values are significant at α = 0.05.
Supplementary Table 5. Selected SNPs and associations with BMIZ
	SNP
	Genotype
	LSMeans ± se
	BMIZ Association ModelA, p-value

	
	
	
	Additive
	Dominant
	Recessive

	rs2234233
	CC
	0.549 ± 0.101
	0.2079
	0.0961
	0.8977

	
	CT
	0.645 ± 0.155
	
	
	

	
	TT
	-0.125 ± 0.414
	
	
	

	rs10772420
	AA
	0.487 ± 0.137
	0.4923
	0.4395
	0.5325

	
	AG
	0.628 ± 0.118
	
	
	

	
	GG
	0.435 ± 0.176
	
	
	

	rs713598
	GG
	0.517 ± 0.137
	0.3224
	0.2273
	0.6997

	
	GC
	0.657 ± 0.123
	
	
	

	
	CC
	0.399 ± 0.155
	
	
	

	rs2274327
	CC
	0.670 ± 0.132
	0.4038
	0.7062
	0.1774

	
	CT
	0.481 ± 0.119
	
	
	

	
	TT
	0.487 ± 0.186
	
	
	

	rs2274333
	AA
	0.536 ± 0.111
	0.5805
	0.3615
	0.8508

	
	AG
	0.610 ± 0.132
	
	
	

	
	GG
	0.353 ± 0.237
	
	
	


	rs35874116
	TT
	0.541 ± 0.122
	0.3284
	0.1510
	0.8466

	
	TC
	0.479 ± 0.123
	
	
	

	
	CC
	0.792 ± 0.193
	
	
	


A
Adjusting for child age, gender, breastfed status, parent education level. 

Bolded p-values are significant at α = 0.05.
