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Table S1 XylE activities of promoter-xylE transcriptional fusions in wild-type M. extorquens AM1 grown on methanol
	Fusion
	Mean activity of XylE (mU) ± SD*

	Pmeta1_3616 :: xylE
	22.3±0.1

	PcoxB :: xylE
	87.9±7.3

	PmxaF :: xylE
	347.6±7.4

	PmxaF-mxaF :: xylE
	407.9±4.0











* One mU of XylE activity corresponds to 1 nmol produced catechol 2-hydroxymuconic semialdehyde min-1 ∙ mg-1 of protein. It was carried out in triplicate.










Table S2 Primers used in this study
	Primers
	Sequence (5’–3’)

	mcr_HindIII_fw
	GAGAAGCTTCTCGAGATGAGCGGAACAGGACGACTG

	mcr_BamHI_rev
	GAGGGATCCCTCGAGTTACACGGTAATCGCCCGTC

	P3616_NheI_fw
	GAGGCTAGCCTCAAGGCACCGGCATC

	P3616_HindIII_rev
	GAGAAGCTTGCCGGCCACCCCACCGC

	P3616_BamHI_fw
	GAGGGATCCCTCAAGGCACCGGCATC

	PcoxB_NheI_fw
	GAGGCTAGCCGTATCCCCAGAGGCAGCC

	PcoxB_HindIII_rev
	GAGAAGCTTGTCCCCGCTTGGCTCCCCTG

	PcoxB_BamHI_fw
	GAGGGATCCCGTATCCCCAGAGGCAGCC

	Ptuf_NheI_fw
	GAGGCTAGCTGCTCGATCTCGGCGAGCG

	Ptuf_HindIII_rev
	GAGAAGCTTCGTGCAATCCTACCGCGGGAC

	PmxaF_NheI_fw
	GAGGCTAGCCCCGCTTGGTCGGGCCGCTTC

	PmxaF_HindIII_rev
	GAGAAGCTTGGCGTAATCATGGTCATAGCTG

	PmxaF_BamHI_fw
	GAGGGATCCCCCGCTTGGTCGGGCCGCTTC

	PmxaF-PmxaF_OL_rev
	GAAGCGGCCCGACCAAGCGGGTCTAGAGGCGTAATCATGGTCAT

	PmxaF-PmxaF_OL_fw
	ATGACCATGATTACGCCTCTAGACCCGCTTGGTCGGGCCGCTTC

	P3616-mcrC_BamHI_fw
	GAGGGATCCCTCAAGGCACCGGCATCGCTTC

	P3616-mcrC_OL_rev
	GCGCCGGTGGTGGCGCTGTGATGGTGATGATGGTGATGGAGATCTGCCATTCTAGAGCCGGCCACCCCACCGCTC

	P3616-mcrC_OL_fw
	GAGCGGTGGGGTGGCCGGCTCTAGAATGGCAGATCTCCATCACCATCATCACCATCACAGCGCCACCACCGGCGC

	P3616-mcrC_EcoRI_rev
	GAGGAATTCGAATTTACACGGTAATCGCCCGTCCGC

	yhxA-ydfG_HindIII_fw
	GAGAAGCTTATGGAGCTCATGATCGTCCAG

	yhxA-ydfG_OL_rev
	CTCCAGTTACTAAAACGATCATGGTATATCTCCTTTCAGAGCTGGGCCAGGCAC

	yhxA-ydfG_OL_fw
	GTGCCTGGCCCAGCTCTGAAAGGAGATATACCATGATCGTTTTAGTAACTGGAG

	yhxA-ydfG_BamHI_rev
	GAGGGATCCTTACTGACGGTGGACATTC

	3271_up_BglII_fw
	GAGAGATCTCATTCACACCCTCGACGAGTTC

	3271_up_OL_rev
	GGTGCGCCCTCCTGACCGGAGGGCGTTTCTCCCTGTCGGAC

	3271_down_OL_fw
	GTCCGACAGGGAGAAACGCCCTCCGGTCAGGAGGGCGCACC

	3271_down_NdeI_rev
	GAGCATATGACAGCTTGGTATCAACCGCC

	4251_up_BglII_fw
	GAGAGATCTGTGCTACCGCCGCGTCGTGAC

	4251_up_OL_rev
	TAAAATACGAAATGCCCCTGCGGTCCGCTCCTCCCGTCTCATG

	4251_down_OL_fw
	CATGAGACGGGAGGAGCGGACCGCAGGGGCATTTCGTATTTTA

	4251_down_NdeI_rev
	GAGCATATGATCATCCCTTTGGCGGGGTC

	2054_EcoRI_fw
	GAGGAATTCATGAAGAAGAACAAGGTCATC

	2054_HindIII_rev
	GAGAAGCTTTCAAGCGGCGGAAGCCACC
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