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1. Synthetic Genes with codon usage optimized for expression in Saccharomyces cerevisiae

Synthetic coding region of each gene flanked by BamHI and PstI restriction sites (highlighted in yellow).

Synthetic HsMVD

GGATCCATGGCTTCTGAAAAACCATTG
GCTGCTGTTACTTGTACTGCTCCAGTTAATATTGCCGTTATTAAGTACTGGGGTAAGAGAGATGAAGAATTGGTTTTGC
CAATCAACTCCTCTTTGTCTGTTACCTTGCATCAAGACCAATTGAAAACTACTACCACCGCCGTTATTTCTAAGGATTT
CACCGAAGATAGAATCTGGTTGAACGGTAGAGAAGAAGATGTTGGTCAACCTAGATTGCAAGCCTGTTTGAGAGAAATT
AGATGCTTGGCTAGAAAGAGAAGAAACTCCAGAGATGGTGATCCATTGCCATCTTCATTGTCTTGTAAAGTTCATGTTG
CCTCCGTCAACAATTTTCCAACTGCTGCTGGTTTGGCTTCTTCAGCAGCTGGTTATGCTTGTTTAGCTTATACTTTGGC
TAGAGTCTACGGTGTTGAATCCGATTTGTCTGAAGTTGCTAGAAGAGGTTCTGGTTCAGCTTGTAGATCATTATACGGT
GGTTTTGTCGAATGGCAAATGGGTGAACAAGCTGATGGTAAAGATTCCATTGCTAGACAAGTTGCTCCAGAATCTCATT
GGCCAGAATTGAGAGTTTTGATTTTGGTTGTTTCCGCCGAAAAGAAGTTGACTGGTTCTACTGTTGGTATGAGAGCTTC
TGTTGAAACATCTCCTTTGTTGAGATTCAGAGCCGAATCTGTTGTTCCAGCTAGAATGGCTGAAATGGCTAGATGTATT
AGAGAAAGAGACTTCCCATCTTTCGCTCAATTGACTATGAAGGACTCCAATCAATTCCATGCTACTTGTTTGGATACCT
TCCCACCAATTTCTTACTTGAACGCTATTTCTTGGAGAATCATCCATTTGGTCCATAGATTCAATGCTCATCATGGTGA
TACCAAGGTTGCTTACACTTTTGATGCTGGTCCAAACGCTGTTATTTTCACTTTGGATGATACCGTTGCTGAATTTGTT
GCAGCTGTTTGGCATGGTTTTCCACCAGGTTCTAACGGTGATACTTTTTTGAAGGGTTTACAAGTTAGACCAGCTCCAT
TGTCTGCTGAATTGCAAGCTGCTTTAGCTATGGAACCTACTCCAGGTGGTGTTAAGTATATTATCGTTACTCAAGTTGG
TCCAGGTCCACAAATTTTAGATGATCCATGTGCTCATTTGTTGGGTCCAGATGGTTTGCCAAAACCTGCTGCTTAATGA
CTGCAG

Synthetic BmMVD

GGATCCATGTCTAGTAACGATGGTTCTTCTGAT
AGAGTCAGAGAAGTTAAGGTTATTGCCCCAATCAATATCGCCTTGGTTAAGTATTGGGGTAAGAGAAACGAAGATTTGA
TGTTGCCATTGAACGATTCCATTTCTTTGTCCATCAACGATATGTGTGCTAAGACCAGAGTTAGAATTGGTGCTTCTGT
TAAGAAGGACTCCGTTTCTATTAACGGTTCTAACGTCTGCTTGTCTAAACATCCAGGTTTCTTGAGATGCTTCAAAGAA
GTCAGAAGATTGATCAGAAAGAGATCCATCATTTCTGAAACCGCTGGTAAATCCGAAAAGCACGATTACTTTTCCAAGT
TCGAAGTCGTCAGTGAAACTAACTTTCCAATTGAAGCTGGTTTGGCTTCTTCTGCTGCTGGTTTTGCTGCTATTGCTTA
TGGTTTGGGTCAAATCTACCAATTGAACATCTCCGATATTATCAGAGTTGCCAGAATGGGTAAACATGCTGTTGCTATC
GTTATCTTGAAGTGCTCTCAAAACGAATTGAGATTGGACAACTATTCCGGTTCTGGTTCTGCTTGTAGATCTATTTTGT
CTGGTTTGGTTCATTGGAAAGCTGGTACTGCTGAAGATGGTACTGATTGCATTTGTGAAACTGTTTTCCCAGAAGATTA
CTGGCCAACTTTGAGATCCTTGATTTTGGTTACTTCCCACGGTACTAAGAAAGTCTCTTCTTCTAATGGTATGCAATCC
ACCGTTAAGACCTCTAAGTTGTTGCAAGCTAGAATGGATATTGTCCCAGAACAAATCACCAAGTTGAGAAACGCTTTCA
GAGACAGAAACTTCGAACAATTGGCCAAGGTTATCATGTCTGATTCTGGTCAATTGCATGCTTTGTGTATGGATACAAT
GCCATCCTTGAGATACTTGAACGATAACTCTTGGTACTTGATGCAATTGATCCATGCTTTGAACAGACATTGCAAGGAT
ACAAAGGTTGCTTACACTTTTGATGCTGGTCCAAACTGTTGTTTGTTCTTGGAATCTGTTAACGTCCCATTGATATTGG
CTGCTGTTAACAAATACTGCAAATTGAGATCCGACTTGATTGAAAGAGTTGCTAAATACCCAGCTGCTTTCGAATACGG
TAATTTGAGATCTTTGGTTGAAGAAGAACAAAAGAACTTGGTCTTGTTCGAATCCATTGACGGTCAAGAAAACTCCGAA
ATTGAACCATTGGATGGTGTTGTTAACGACATCTTCTTTTCTTGTGTTGGTGTTGGTCCATTCTTGGCTGAATCTAGAT
AATGACTGCAG

Synthetic HsKRS1

GGATCCATGTTGACTCAAGCTGCTGTTAGATTG
GTTAGAGGTTCTTTGAGAAAAACCTCTTGGGCTGAATGGGGTCATAGAGAATTGAGATTGGGTCAATTGGCTCCTTTTA
CTGCTCCACATAAGGATAAGTCTTTCTCAGACCAAAGATCTGAATTGAAGAGAAGATTGAAGGCCGAAAAGAAGGTTGC
TGAAAAAGAAGCCAAGCAAAAAGAATTGTCCGAAAAGCAATTGTCTCAAGCTACTGCTGCTGCTACTAATCATACAACT
GATAATGGTGTTGGTCCAGAAGAAGAATCCGTTGACCCAAATCAATATTACAAGATCAGATCCCAAGCCATCCACCAAT
TGAAAGTTAATGGTGAAGATCCATACCCACACAAGTTCCACGTTGATATTTCTTTGACCGACTTCATCCAAAAGTACTC
TCACTTGCAACCAGGTGATCATTTGACTGATATTACCTTGAAAGTTGCCGGTAGAATCCATGCTAAAAGAGCTTCAGGT
GGTAAGTTGATCTTCTACGATTTGAGAGGTGAAGGTGTTAAGTTGCAAGTTATGGCTAACTCCAGAAACTACAAGTCTG
AAGAAGAATTTATCCACATCAACAACAAGTTGAGAAGAGGTGATATCATCGGTGTACAAGGTAATCCAGGTAAAACTAA
GAAGGGTGAATTGTCCATTATCCCATACGAAATCACTTTGTTGTCTCCATGCTTGCATATGTTGCCACACTTGCATTTT
GGTTTGAAGGACAAAGAAACCAGATACAGACAAAGATACTTGGACTTGATCTTGAACGACTTCGTCAGACAAAAGTTCA
TCATCAGATCCAAGATCATCACCTACATTAGATCTTTCTTGGACGAATTGGGTTTCTTGGAAATTGAAACCCCAATGAT
GAACATCATTCCAGGTGGTGCTGTTGCTAAACCATTCATTACTTACCACAACGAATTGGACATGAACTTGTACATGAGA
ATCGCCCCAGAATTATACCACAAGATGTTGGTTGTTGGTGGTATCGATAGAGTTTACGAAATCGGTAGACAATTCAGAA
ACGAAGGTATCGATTTGACCCACAACCCAGAATTTACTACCTGCGAATTTTACATGGCTTACGCCGATTATCACGACTT
GATGGAAATTACCGAAAAGATGGTATCCGGTATGGTTAAGCACATTACTGGTTCTTACAAGGTTACCTATCATCCAGAT
GGTCCTGAAGGTCAAGCCTATGATGTTGATTTTACTCCACCTTTTAGAAGAATCAACATGGTTGAAGAATTGGAAAAGG
CCTTGGGTATGAAGTTGCCAGAAACAAACTTGTTCGAAACCGAAGAAACTAGAAAGATTTTGGACGATATTTGCGTTGC
TAAGGCTGTTGAATGTCCACCACCAAGAACTACTGCTAGATTATTGGATAAGTTGGTTGGTGAATTTTTGGAAGTTACC
TGCATTAACCCAACCTTCATTTGTGATCATCCACAAATCATGTCTCCATTGGCTAAATGGCACAGATCTAAAGAAGGTT
TGACCGAAAGATTCGAATTATTCGTCATGAAGAAAGAAATCTGCAACGCCTACACCGAATTGAATGATCCAATGAGACA
AAGACAATTATTCGAAGAACAAGCTAAAGCCAAAGCTGCTGGTGATGACGAAGCTATGTTTATTGACGAAAACTTCTGT
ACCGCTTTGGAATATGGTTTGCCACCAACTGCTGGTTGGGGTATGGGTATTGACAGAGTTGCTATGTTCTTGACCGATT
CCAACAACATCAAAGAAGTCTTGTTGTTCCCAGCTATGAAGCCTGAAGATAAGAAAGAAAACGTTGCTACTACCGACAC
TTTGGAATCTACTACTGTTGGTACTTCCGTCTGATGACTGCAG

Synthetic BmKRS1

GGATCCATGATTGCCAACATCGTTAGAAGAGTT
CAATTGGATTGTCACGCCGTTTCTAGATCTTTGTTGAGATACGTTAACGGTTCCTCTGTTACCCAAAAGAGATGTGAAT
CTGAACAAAAGAGACAATTGAAGGCCCAACAAAAGTTGAAAGAAAAGGCCGAAAAAGAATTGCAAAGAGCTGCTGCTGC
TACAGCTGCTACTACTATGGAAAAAGGTAAGAGAGATGAAAAGATGGTTGATCCATCTGACCCACAAGAATACTTCAAG
TTGAGAACCACCTTGATCAACGAAAGAAGATCCAAAGGTATTAACCCATACCCACATAAGTTCCACGTTTCCATTTCTT
TGACCGACTTCATCGAAAAGTACGATTCCTTGGAAAAGGACGTTATCTTGAACGACTCCATCCAAAGAAGAATCTTCTC
CAAGAGAGAATCTGGTGGTAAGTTGATTTTCTACGACTTGCATGGTGAAGGTACTAGATTGCAAGTTTTGGCTAATGCC
AGATTCCATTCTGGTGATGAATCTTTCGATTCATTGCACGACAGAATCAAGAGAGGTGATATTATTGGTGTCAATGGTT
ACCCAGCTAGATCTAAATCTGGTGAATTGTCCATTATCCCAAGAGAAATCGTTCAATTGACTCCATGCTTGCATATGTT
GCCACATACTCATTTCGGTTTGAAAAATCAAGAAACCAGATACAGAATGAGATACTTGGACTTGATCATGAACACCGAT
GTCAAGAACAAGTTCGTTACTAGATCCAGAACCATTTCATTCTTGAGAAGATATTTGGACAACTTGGGTTTCTTGGAAG
TTGAAACTCCAATGATGAACTTGATTGCTGGTGGTGCTACTGCTAAACCATTCATTACTCATCACAACGATTTGGACAT
GGACTTGTATTTGAGAGTTGCCCCAGAATTATACTTGAAGATGTTGGTTGTTGGTGGTATCGATAGAGTTTACGAAATC
GGTAGAGTTTTCAGAAACGAAGGTATCGATCAAACCCACAATCCAGAATTTACCACCTGTGAATTTTACATGGCTTACG
CCGATTACGAAGATTTGATGAAGATTACCGAAGATATGTTGTCCAGATTGGTCTACTCTATCCATGGTACTTACAAGAT
CCAATACCATCCAAATGGTATCGGTGAAGAACCTGTTTACGAAGTTGACTTTACTCCACCATTCCAAAGAGTTGATATC
TACGACGGTTTACAAGAAAAGTTGGGTGTTAAGTTTCCACCAGCTAACACTTTGGATACTGATGAAGCTAACAAGTTCT
TCGATAAGTTGGCCGTTGAAAACAACGTTGAATGTCCAGCTCCAAGAACTACTGCTAGATTATTGGACAAGTTGATCGG
TGAATTTTTGGAACCTACCTTCATCTCACCAACTTTCTTGACTGGTCATCCACAATTGATGTCTCCATTGGCTAAATGG
CATAGATCAATGCCTGGTTTGACTGAAAGATTCGAATTATTCGTCGTCACCAAAGAAATTGTCAACGCTTACACCGAAT
TGAATGACCCATTAACCCAAAGATTGAGATTCGAAGAACAAGCCGAACAAAAACAAGCCGGTGATGATGAAGCACAAAT
TATCGACGAAAACTTCTGTACCGCTTTGGAATATGGTTTGCCACCAACTGCTGGTTGGGGTATTGGTATTGATAGATTG
ACTATGATCTTGACCGATTCCAACAACATCAAAGAAGTTTTGTTCTTCCCAGCTATGAGACCAGACGAAAAGACTACTA
ATTTGTCTAACGAAGGTGGTAACGCCTGATGACTGCAG

Synthetic HsCDC21

GGATCCATGCCAGTTGCTGGTTCTGAA
TTGCCAAGAAGACCATTGCCACCAGCTGCTCAAGAAAGAGATGCTGAACCTAGACCACCACATGGTGAATTGCAATATT
TGGGTCAAATCCAACACATCTTGAGATGCGGTGTTAGAAAGGATGATAGAACTGGTACTGGTACTTTGTCTGTTTTTGG
TATGCAAGCCAGATACTCCTTGAGAGATGAATTTCCTTTGTTGACCACCAAGAGGGTTTTTTGGAAAGGTGTTTTGGAA
GAATTATTGTGGTTCATCAAGGGTTCCACCAACGCTAAAGAATTGTCATCTAAGGGTGTTAAGATTTGGGATGCTAACG
GTTCTAGAGATTTCTTGGATTCTTTGGGTTTCTCCACTAGAGAAGAAGGTGATTTGGGTCCAGTTTATGGTTTTCAATG
GAGACATTTTGGTGCCGAGTACAGAGATATGGAATCTGATTATTCTGGTCAAGGTGTCGACCAATTGCAAAGAGTTATT
GATACCATTAAGACCAACCCAGACGATAGAAGAATTATCATGTGTGCTTGGAACCCAAGAGATTTGCCATTGATGGCTT
TGCCACCATGTCATGCTTTGTGTCAATTTTACGTTGTCAACTCCGAATTGTCCTGCCAATTATATCAAAGATCTGGTGA
TATGGGTTTGGGTGTCCCATTCAATATTGCTTCATATGCTTTGTTGACCTACATGATTGCTCATATCACTGGTTTGAAG
CCAGGTGATTTCATTCATACTTTGGGTGATGCTCACATCTACTTGAACCATATTGAACCATTGAAGATCCAATTACAAA
GAGAACCTAGACCTTTCCCAAAGTTGAGAATCTTGAGAAAGGTTGAAAAGATCGATGACTTCAAGGCCGAAGATTTCCA
AATTGAAGGTTACAATCCACACCCAACCATCAAAATGGAAATGGCTGTTTGATAACTGCAG

Synthetic BmCDC21

GGATCCATGAAGTCATCTGGTGCTCAT
GGTAATGTTATGGGTGATGCTGGTGTTTTGAAGAACGAAGATGAATCTAAGTACTTGGACCAAGTCAGATATATCTTGA
AGAACGGTGAAAGAATCGATGATAGAACTGGTGTTGGTACTATCTCTGTTTTCGGTATGCATTCCGTTTACTCATTGAG
AAATGGTGTTGTTCCAGTTTTGACCACCAAAAGGGTTTACTGGAAAGGTGTCGTCGAAGAATTATTGTGGTTTATCAGA
GGTGATACCAACGCTAAACACTTGTCTGAAAAGGGTGTTAGAATTTGGGATGCTAACGGTTCTAGACAATTCTTGGATC
AATGTGGTTTCTCCGATAGATCTGAAGGTGATTTGGGTCCAATCTATGGTTTTCAATGGAGACATTGTGGTGCTGAGTA
TAGAGGTATGGATACCGATTACACCAATCAAGGTATCGACCAATTGTCCGAAATCATCGATTTGATCAAGAACGAACCA
CACTCCAGAAGAATTATCTTGTCTGCTTGGAACGTTAAGGACTTGAAATTGATGGCTTTGCCACCATGTCATACTTTGG
CTCAATTTGCTGTTAGAAACGGTGAATTGTCCTGCCAATTATACCAAAGATCTGGTGATATGGGTTTGGGTGTTCCATT
CAATTTGGCTTCATATGGTTTGTTGACCCATATGATTGCTCATGTCTGTGGTTTGAAAACCGGTCATTTGTGTCATGTT
TTAGGTGATGCTCACGTTTACATGAATCATGTTGATGCCTTGCAAGAACAATTGAAGAGACAACCTAGACAATTCCCAA
CCGTTAGATTCATTGGTAACATCAAGACCATTGACGACTTCACCTATGAATCCATCGTTTTGGAAAACTACCAACCTAT
GCCAGCTATTAAGATGGCTATGGCTGTTTGATGACTGCAG

Synthetic BmDYS1

GGATCCATGGACAACGGTAACTGTAAA
TTCGATGTTCATATCGCCGAAATGTCCGTCTTGAAGAAATCTTCTACTATGCCAGCTGATTCCACCATTATTAAGGGTT
ACGATTTCAACGAAGGTATCAACTACGATGCCTTGTTGGACCAATATATGTCTACTGGTTTTCAAGCCTCTCATTTCGC
TCAAGCTGTTCAACAAATCAACACCATGTTGACCATCAGAGAAGAACAATTCGAAGGTGATCATACTTTGCCATACCCA
GAAGGTAAACAAAAAAGAGCTTGCACCATTTTCTTGGGTTACACCTCTAATTTGGTTACCTCTGGTGTTAGAGAAAACA
TCAGATACTTGGTTGAACACGATTTGGTTGATTGCATCGTTACATCTGCTGGTGGTGTTGAAGAAGATTTGATTAAGTG
TTTGGCCCCATCTTACTTGGGTGCTTTTGATTTGGATGGTAAGACCTTGAGACATAACGGTTTGAATAGAGCCGGTAAC
ATTATCATCCCAAACAACAACTACTGCCAATTTGAAGATTGGTTGATGCCAATCTTGGACTCTTGTGAATTGGAACAAA
AGAACAACGATTTCTCTTGGACCCCATCCAAGTTGATTGATAGATTGGGTGCTGAAATCAACGACAAGAGATCTATTTG
TTACTGGGCCCATAGAAACAGAATCCCAGTTTTTTCACCAGCTTTGACCGATGGTTCTATTGGTGATATGTTGTACTTC
CACTCTTTCAGAAACGGTGGTATCAAGTTGGATATCGTCGAAGATTTGAGACACATTAACACTATGGCTGTCAGATCTA
ACAGAACCGGTGTTATTTTGTTGGGTGGTGGTGTAATGAAGCACCATATTAACAATGCTAACTTGATGAGAAACGGTTC
CGATTACGCTGTTTACGTTAATACCGGTCAAGAATTTGATGGTTCTGATTCTGGTGCTAGACCTGATGAAGCTGTTTCT
TGGGGTAAAGTTAGATCAGATTGCAGACCAGTTAAGATCTATGCTGATGCTACTTTGGTTTTCCCTTTGTTGGTTGCTA
AGACTTTCGCTAGACATGTCCAACAAAAACACTCCGAATTGCAAGAAGCCTGATAACTGCAG

Synthetic HsRKI1

GGATCCATGCAAAGACCAGGTCCATTT
TCTACATTATACGGTAGAGTTTTGGCTCCATTGCCAGGTAGAGCTGGTGGTGCTGCTTCAGGTGGTGGTGGTAATTCTT
GGGATTTGCCAGGTTCTCATGTTAGATTACCTGGTAGAGCACAATCTGGTACTAGAGGTGGTGCAGGTAATACTTCTAC
TTCTTGTGGTGATTCCAACTCTATTTGTCCAGCTCCATCTACTATGTCTAAAGCTGAAGAAGCTAAAAAGTTGGCCGGT
AGAGCAGCTGTTGAAAACCATGTTAGAAACAATCAAGTCTTGGGTATCGGTTCTGGTTCTACTATAGTTCATGCCGTTC
AAAGAATTGCCGAAAGAGTTAAGCAAGAAAACTTGAACTTGGTCTGCATTCCAACATCTTTCCAAGCTAGACAATTGAT
CTTGCAATACGGTTTGACCTTGTCCGATTTGGATAGACATCCAGAAATTGATTTGGCTATTGATGGTGCCGATGAAGTT
GATGCTGATTTGAATTTGATTAAGGGCGGTGGTGGTTGTTTGACTCAAGAAAAAATCGTTGCTGGTTACGCCTCTAGAT
TCATCGTTATTGCTGATTTCAGAAAGGACTCCAAGAACTTGGGTGATCAATGGCATAAGGGTATTCCAATTGAAGTTAT
TCCAATGGCCTACGTTCCAGTTTCTAGAGCTGTTTCTCAAAAGTTTGGTGGTGTTGTCGAATTGAGAATGGCTGTTAAC
AAAGCTGGTCCAGTTGTTACTGATAACGGTAACTTTATCTTGGACTGGAAGTTCGATAGAGTTCACAAATGGTCTGAAG
TTAACACCGCCATTAAGATGATTCCAGGTGTTGTTGATACTGGTTTGTTCATTAACATGGCTGAAAGAGTCTACTTCGG
TATGCAAGATGGTTCCGTTAATATGAGAGAAAAGCCATTCTGCTAATGACTGCAG

Synthetic BmRKI1

GGATCCATGAAGACTCATTCTACTTTG
GATTTGGCTAAAAGAGCTGCTGCTTTTGCTGCTGGTGAACAACATGTTAAGTCTGGTTGTAGAATTGGTGTTGGTTCTG
GTACTACTGCTAAGTTCTTGGTTGAATTTTTGGCCGAAAAGGTTAACGATGGTACTGTTAAGGATATTATCTGCGTCCC
ATCTTCATTCTCTACTAGACAATGGTTGATCGACTACGGTTTACAAGTTATCGACTTGGAAAAGATCTTGGACTTGGAT
TTGTGTATTGATGGTGCTGATGAAGTCGACATTAACTTGAACTGTATTAAGGGTTCTGGTGGTGGTTGTTTGACTCAAG
AAAAAATCGTTCAAACCTGCGCCAAGAAGTTCTACATTATTGCTGATGCTTCCAAGCAATCCGAAAAGTTGGGTGATAG
AAATTTCCCAATCCCAATCGAAGTTGTTCCATTTGGTTATGCCCCAGTTTTGAATTGGATCAAGAGACAAGAAGGTGGT
GAAGTCGAATTGAGAACTAACTCCAAAGAAAAATTGGACCCATTCATCACCGACAACAACAACTTTATTTTGGACTGGA
ACTTCCCAAAGAACAAGTACGTTACTACCGAAGATTTGTCTGCCTTGCATACCAGATTGAAATCTTTGCCAGGTGTTGT
TGAAACTGGTTTGTTTATCGGTGTTGCTGAAAAGGCTTATTTCGCTACTGCTGATGGTAATGTCACCGAAAGATTAAGA
CCAGATCCATCCTTGCACTTTTCTTTGAATCAAAAATCCTCCTTGCATTGATAACTGCAG

3. Plasmid used in this study

[image: ]
Fig A

[image: ]
Fig B

[image: ]
Fig C
[image: ]
Fig D
[image: Macintosh HD:Users:eb343:Desktop:Filaria paper:Brugia plasmids:SmPGK.eps]
Fig E

[image: ]
Fig F

[image: ]
Fig G

[image: ]
Fig H

[image: ]
Fig I
 
[image: ]
Fig J

[image: ]
Fig K

[image: ]
Fig L

[image: ]
Fig M

[image: ]
Fig N

[image: ]
Fig O


[image: ]
Fig P

[image: ]
Fig Q

[image: ]
Fig R

[image: ]
Fig S

[image: ]
Fig T

[image: ]
Fig U

[image: ]
Fig V

[image: ]
Fig W



[image: ]
Fig X

[image: ]
Fig Y

[image: ]
Fig Z
[image: ]
Fig AA

[image: ]
Fig AB
[image: ]
Fig AC

[image: ]
Fig AD
[image: ]
Fig AE
[image: ]
Fig AF

















3. Strains used in this Study

	Strain name
	Plasmid 
	Genotype
	Source

	BY4743
	-
	MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	BY4741
	-
	MATa his3∆1 leu2∆0  met15∆0 LYS2 ura3∆0
	EUROSCARF

	BY4742
	-
	MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	EUROSCARF

	nmt1∆/NMT1
	-
	nmt1::KanMX/NMT1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	pgk1∆/PGK1
	-
	pgk1::KanMX/PGK1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	tpi1∆/TPI1
	-
	tpi1::KanMX/TPI1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	sah1∆/SAH1
	
	sah1::KanMX/SAH1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	ipp1∆/IPP1
	
	ipp1::KanMX/IPP1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	sec53∆/SEC53
	-
	sec53::KanMX/SEC53 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	cdc21∆/CDC21
	-
	cdc21::KanMX/CDC21 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	krs1∆/KRS1
	-
	krs1::KanMX/KRS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	ade13∆/ADE13
	
	ade13::KanMX/ADE13 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	mvd1∆/MVD1
	
	mvd1::KanMX/MVD1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	rki1∆/RKI1
	
	rki1::KanMX/RKI1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	cdc8∆/CDC8
	
	cdc8::KanMX/CDC8 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	dys1∆/DYS1
	
	dys1::KanMX/DYS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	phs1∆/PHS1
	
	phs1::KanMX/PHS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	pis1∆/PIS1
	
	pis1::KanMX/PIS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	EUROSCARF

	nmt1∆/NMT1_p
	-
	pdr5::HISMX/PDR5 nmt1::KanMX/NMT1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	[bookmark: _GoBack][9]

	pgk1∆/PGK1_p
	-
	pdr5::HISMX/PDR5 pgk1::KanMX/PGK1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	[9]

	tpi1∆/TPI1_p
	-
	pdr5::HISMX/PDR5 tpi1::KanMX/TPI1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	sah1∆/SAH1_p
	-
	pdr5::HISMX/PDR5 sah1::KanMX/SAH1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	ipp1∆/IPP1_p
	-
	pdr5::HISMX/PDR5 ipp1::KanMX/IPP1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	sec53∆/SEC53_p
	-
	pdr5::HISMX/PDR5 sec53::KanMX/SEC53 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0 This work
	This work

	cdc21∆/CDC21_p
	-
	pdr5::HISMX/PDR5 cdc21::KanMX/CDC21 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	krs1∆/KRS1_p
	-
	pdr5::HISMX/PDR5 krs1::KanMX/KRS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	ade13∆/ADE13_p
	-
	pdr5::HISMX/PDR5 ade13::KanMX/ADE13 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	mvd1∆/MVD1_p
	-
	pdr5::HISMX/PDR5 mvd1::KanMX/MVD1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	rki1∆/RKI1_p
	-
	pdr5::HISMX/PDR5 rki1::KanMX/RKI1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	cdc8∆/CDC8_p
	-
	pdr5::HISMX/PDR5 cdc8::KanMX/CDC8 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	dys1∆/DYS1_p
	-
	pdr5::HISMX/PDR5 dys1::KanMX/DYS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	phs1∆/PHS1_p
	-
	pdr5::HISMX/PDR5 phs1::KanMX/PHS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	pis1∆/PIS1_p
	-
	pdr5::HISMX/PDR5 pis1::KanMX/PIS1 MATa/MATα his3∆1/his3∆1 leu2∆0/leu2∆0 met15∆0/MET15 LYS2/lys2∆0 ura3∆0/ura3∆0
	This work

	yBmNMT_p
	pCMBmNMT
	pdr5::HISMX nmt1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	ySmmNMT_p
	pCMSmNMT
	pdr5::HISMX nmt1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	[9]

	yHsNMT_p
	pCMHsNMT
	pdr5::HISMX nmt1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	[9]

	yBmPGK_p
	pCMBmPGK
	pdr5::HISMX pgk1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	ySmPGK_p
	pCMSmPGK
	pdr5::HISMX pgk1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	[9]

	yHsPGK_p
	pCMHsPGK
	pdr5::HISMX pgk1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	[9]

	yBmTPI_p
	pCMBmTPI
	pdr5::HISMX tpi1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsTPI_p
	pCMHsTPI
	pdr5::HISMX tpi1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yBmSAH_p
	pCMBmSAH
	pdr5::HISMX sah1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsSAHa_p
	pCMHsSAHa
	pdr5::HISMX pgk1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsSAHb_p
	pCMHsSAHb
	pdr5::HISMX pgk1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsIPPa_p
	pCMHsIPPa
	pdr5::HISMX ipp1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yBmCDC21_p
	pCMBmCDC21
	pdr5::HISMX cdc21::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsCDC21_p
	pCMHsCDC21
	pdr5::HISMX cdc21::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsMVD_p
	pCMHsMVD
	pdr5::HISMX mvd1::KanMX MATa his3∆1 leu2∆0 met15∆0 LYS2 ura3∆0
	This work

	yBmRKI_p
	pCMBmRKI
	pdr5::HISMX rki1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsRKI_p
	pCMHsRKI
	pdr5::HISMX rki1::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yHsCDC8_p
	pCMHsCDC8
	pdr5::HISMX cdc8::KanMX MATα his3∆1 leu2∆0 MET15 lys2∆0 ura3∆0
	This work

	yBmDYS_p
	pCMBmDYS
	pdr5::HISMX dys1::KanMX MATa his3∆1 leu2∆0 met15∆0 LYS2 ura3∆0
	This work

	yBmPIS_p
	pCMBmPIS
	pdr5::HISMX pis1::KanMX MATa his3∆1 leu2∆0 met15∆0 LYS2 ura3∆0
	This work

	yHsPIS_p
	pCMHsPIS
	pdr5::HISMX pis1::KanMX MATa his3∆1 leu2∆0 met15∆0 LYS2 ura3∆0
	This work


Table A
4. Scoring growth
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Fig AG

image6.emf
1 EcoRlI (1)

CENM 8178..9154

ARS1 7433..8177

pCM188_HsPGK.ape

9368 bp

URA3 6293..7095

6479 EcoRV (1)

ampR 5856..4997

tTAltransactivator 28..1035
1027 Xbal (1)
CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

CYC1l\promoter 2134..2286

2289 BamHI (1)

2737 Hindlll (3)

HsPGK 2295..3548

3331 Hindlll (3)

3549 Pstl (1)

CYC1\terminator 3555..3816
3817 Hindlll (3)

pMB1\ori 4232..4243









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

1027 XbaI (1)

2737 HindIII (3)

HsPGK 2295..3548

3331 HindIII (3)

MCS 3549..3554

CYC1\terminator 3555..3816

3817 HindIII (3)

pMB1\ori 4232..4243

URA3 6293..7095

6479 EcoRV (1)

ampR 5856..4997

CEN\4 8178..9154

pCM188_HsPGK.ape

9368 bp

1 EcoRI (1)

tTA\transactivator 28..1035

CMV\promoter 1036..1805

2289 BamHI (1)

MCS 2289..2294

3549 PstI (1)

ARS1 7433..8177


image7.emf
CEN\4 7668..8644

ARS1 6923..7667

URA3 5783..6585

5969 EcoRV (1)

ampR 5346..4487

1 EcoRlI (2)

pCM188_BmTPl.ape

8858 bp

tTA\transactivator 28..1035

1027 Xbal (1)

CMV\promoter 1036..1805

1806 Xhol (1)

ADH1\terminator 1817..2028

CYC1\promoter 2134..2286

2289 BamHI (1)

BmTPI 2295..3038

2859 EcoRI (2)

3039 Pstl (1)

CYCl\terminator 3045..3306

3307 Hindlll (1)

pMB1\ori 3722..3733









3039 PstI (1)

MCS 3039..3044

3307 HindIII (1)

pMB1\ori 3722..3733

URA3 5783..6585

5969 EcoRV (1)

ampR 5346..4487

ARS1 6923..7667

CEN\4 7668..8644

pCM188_BmTPI.ape

8858 bp

1 EcoRI (2)

2859 EcoRI (2)

tTA\transactivator 28..1035

1027 XbaI (1)

CMV\promoter 1036..1805

1806 XhoI (1)

ADH1\terminator 1817..2028

TetO2|operator 2034..2133

CYC1\promoter 2134..2286

2289 BamHI (1)

MCS 2289..2294

BmTPI 2295..3038

CYC1\terminator 3045..3306


image8.emf
1 EcoRI (2)

tTAl\transactivator 28..1035
CEN\4 7674..8650

1027 Xbal (1)

CMV\promoter 1036..1805

ARS1 6929..7673
1806 Xhol (1)

ADH1\terminator 1817..2028
pCM188_ HsTPl.ape.ape

N

8864 bp CYCl\promoter 2134..2286

2289 BamHI (1)

URA3 5789..6591 HsTPI 2295..3044

5975 EcoRV (1)
3012 EcoRI (2)

3045 Pstl (1)

ampR 5352..4493 CYC1l\terminator 3051..3312
3313 Hindlll (1)

pMB1\ori 3728..3739









ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

3045 PstI (1)

MCS 3045..3050

CYC1\terminator 3051..3312

pMB1\ori 3728..3739

URA3 5789..6591

5975 EcoRV (1)

ampR 5352..4493

ARS1 6929..7673

CEN\4 7674..8650

pCM188_HsTPI.ape.ape

8864 bp

1 EcoRI (2)

3012 EcoRI (2)

tTA\transactivator 28..1035

1027 XbaI (1)

TetO2|operator 2034..2133

CYC1\promoter 2134..2286

2289 BamHI (1)

MCS 2289..2294

HsTPI 2295..3044

3313 HindIII (1)


image9.emf
1 EcoRlI (1)

CEN\4 8154..9130

ARS1 7409..8153

pCM188_BmSAH.ape

9344 bp

URA3 6269..7071

6455 ECORV (2)

ampR 5832..4973

tTAltransactivator 28..1035
1027 Xbal (1)
CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

CYCl\promoter 2134..2286

2289 BamHI (1)

BmSAH 2295..3524

3196 ECORV (2)

-

3525 Pstl (1)

CYC1\terminator 3531..3792
3793 Hindlll (1)

pMB1\ori 4208..4219









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

3793 HindIII (1)

pMB1\ori 4208..4219

URA3 6269..7071

ampR 5832..4973

ARS1 7409..8153

pCM188_BmSAH.ape

9344 bp

CEN\4 8154..9130

3196 EcoRV (2)

6455 EcoRV (2)

3525 PstI (1)

MCS 3525..3530

CYC1\terminator 3531..3792

BmSAH 2295..3524


image10.emf
1 EcoRI (1)
tTAl\transactivator 28..1035
1027 Xbal (1)
CEN\4 8376..9352
CMV\promoter 1036..1805
1806 Xhol (1)
ADH1\terminator 1817..2028

ARS1 7631..8375

CYC1l\promoter 2134..2286

pCM188_HsSAHla.ape 2289 BamHI (1)

9566 bp

URA3 6491..7293 2713 Pstl (3)

6677 ECORV (1)
HsSAH1a 2295..3746

3195 Pstl (3)

3747 Pstl (3)
ampR 6054..5195
CYC1\terminator 3753..4014
4015 Hindlll (1)

pMB1\ori 4430..4441









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

pMB1\ori 4430..4441

ampR 6054..5195

ARS1 7631..8375

CEN\4 8376..9352

pCM188_HsSAH1a.ape

9566 bp

URA3 6491..7293

6677 EcoRV (1)

2713 PstI (3)

3195 PstI (3)

3747 PstI (3)

MCS 3747..3752

4015 HindIII (1)

CYC1\terminator 3753..4014

HsSAH1a 2295..3746


image11.emf
CENW 8223..9199

ARS1 7478..8222

URA3 6338..7140

6524 ECoRV (1)

ampR 5901..5042

1 EcoRI (1)

pCM188_HsSAH1b.ape

9413 bp

tTAltransactivator 28..1035
1027 Xbal (1)
CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

CYC1\promoter 2134..2286

2289 BamHI (2)

2806 BamHI (2)
HsSAH1b 2295..3593

3042 Pstl (2)

3594 Pstl (2)

CYC1\terminator 3600..3861
3862 Hindlll (1)

pMB1\ori 4277..4288









MCS 2289..2294

2289 BamHI (2)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

2806 BamHI (2)

HsSAH1b 2295..3593

3042 PstI (2)

3594 PstI (2)

MCS 3594..3599

pMB1\ori 4277..4288

URA3 6338..7140

6524 EcoRV (1)

ampR 5901..5042

CEN\4 8223..9199

pCM188_HsSAH1b.ape

9413 bp

ARS1 7478..8222

3862 HindIII (1)

CYC1\terminator 3600..3861


image12.emf
1 EcoRI (1)

tTAltransactivator 28..1035
CEN\4 7794..8770

1027 Xbal (1)

CMV\promoter 1036..1805

ARS1 7049..7793
1806 Xhol (1)

ADH1\terminator 1817..2028
pCM188_ HsIPPla.ape

' CYC1\promoter 2134..2286
8984 bp _
12289 BamHI (1)

URAS 5909..6711 HsIPPla 2295..3164

6095 EcoRV (2) 2805 EcoRYV (2)

3165 Pstl (1)

CYC1\terminator 3171..3432
ampR 5472..4613
3433 HindlIl (1)

pMB1\ori 3848..3859









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

2289 BamHI (1)

MCS 2289..2294

ARS1 7049..7793

CEN\4 7794..8770

pCM188_HsIPP1a.ape

8984 bp

HsIPP1a 2295..3164

2805 EcoRV (2)

6095 EcoRV (2)

3165 PstI (1)

3433 HindIII (1)

pMB1\ori 3848..3859

ampR 5472..4613

URA3 5909..6711

MCS 3165..3170

CYC1\terminator 3171..3432


image13.emf
1 EcoRI (1)

CEN\4 7848..8824

ARS1 7103..7847

pCM188_BmCDC21.ape

9038 bp

URA3 5963..6765

6149 ECORV (1)

ampR 5526..4667

tTAltransactivator 28..1035

1027 Xbal (2)

CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

' CYC1l\promoter 2134..2286

2289 BamHI (1)

2613 Xbal (2)

BmCDC21 2295..3218

3219 Pstl (1)

CYCl\terminator 3225..3486
3487 Hindlll (1)

pMB1\ori 3902..3913









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

1027 XbaI (2)

2289 BamHI (1)

MCS 2289..2294

2613 XbaI (2) URA3 5963..6765

6149 EcoRV (1)

ampR 5526..4667

ARS1 7103..7847

pCM188_BmCDC21.ape

9038 bp

1 EcoRI (1)

tTA\transactivator 28..1035

CMV\promoter 1036..1805

BmCDC21 2295..3218

3219 PstI (1)

MCS 3219..3224

CYC1\terminator 3225..3486

3487 HindIII (1)

pMB1\ori 3902..3913

CEN\4 7848..8824


image14.emf
1 EcoRI (1)

tTAltransactivator 28..1035
CEN\4 7869..8845

1027 Xbal (2)

CMV\promoter 1036..1805
ARS1 7124..7868
1806 Xhol (1)

ADH1\terminator 1817..2028

pCM188_HsCDC21.ape

' CYC1\promoter 2134..2286

9059 b
P 2289 BamHI (1)

URA3 5984..6786 2634 Xbal (2)

6170 ECORV (1) HsCDC21 2295..3239

3240 Pstl (1)

ampR 5547..4688 CYC1\terminator 3246..3507

3508 Hindlll (1)

pMB1\ori 3923..3934









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (2)

tTA\transactivator 28..1035

1 EcoRI (1)

2289 BamHI (1)

MCS 2289..2294

2634 XbaI (2)

HsCDC21 2295..3239

URA3 5984..6786

6170 EcoRV (1)

ampR 5547..4688

ARS1 7124..7868

pCM188_HsCDC21.ape

9059 bp

CEN\4 7869..8845

3240 PstI (1)

MCS 3240..3245

CYC1\terminator 3246..3507

3508 HindIII (1)

pMB1\ori 3923..3934


image15.emf
1 EcoRI (1)

CEN\4 8130..9106

ARS1 7385..8129

pCM188_HsMVD.ape

9320 bp

URA3 6245..7047

6431 ECORV (1)

ampR 5808..4949

tTAltransactivator 28..1035
1027 Xbal (1)
CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

CYC1l\promoter 2134..2286

2289 BamHI (1)

HsMVD 2295..3500

3501 Pstl (1)

CYCl\terminator 3507..3768
3769 Hindlll (1)

pMB1\ori 4184..4195









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

3501 PstI (1)

MCS 3501..3506

3769 HindIII (1)

pMB1\ori 4184..4195

URA3 6245..7047

6431 EcoRV (1)

ampR 5808..4949

ARS1 7385..8129

CEN\4 8130..9106

pCM188_HsMVD.ape

9320 bp

1 EcoRI (1)

tTA\transactivator 28..1035

HsMVD 2295..3500

CYC1\terminator 3507..3768


image16.emf
1 EcoRI (1)

tTAl\transactivator 28..1035
CEN\4 7710..8686

1027 Xbal (1)

CMV\promoter 1036..1805

ARS1 6965..7709
1806 Xhol (1)

ADH1\terminator 1817..2028

pCM188_BmRKIl.ape

CYC1l\promoter 2134..2286
8900 bp

2289 BamHI (1)

URA3 5825..6627 BmRKI 2295..3080

6011 ECORV (1)

3081 Pstl (1)

CYC1\terminator 3087..3348

ampR 5388..4529 3349 Hindlll (1)

pMB1\ori 3764..3775









CYC1\promoter 2134..2286

1806 XhoI (1)

1 EcoRI (1)

2289 BamHI (1)

MCS 2289..2294

BmRKI 2295..3080

3081 PstI (1)

MCS 3081..3086

3349 HindIII (1)

pMB1\ori 3764..3775

URA3 5825..6627

6011 EcoRV (1)

ampR 5388..4529

ARS1 6965..7709

CEN\4 7710..8686

pCM188_BmRKI.ape

8900 bp

tTA\transactivator 28..1035

1027 XbaI (1)

CMV\promoter 1036..1805

ADH1\terminator 1817..2028

TetO2|operator 2034..2133

CYC1\terminator 3087..3348


image17.emf
1 EcoRI (1)

tTAltransactivator 28..1035
CENV 7863..8839

1027 Xbal (3)

CMV\promoter 1036..1805
ARS1 7118..7862
1806 Xhol (1)
ADH1\terminator 1817..2028

pCM188_HsRKIl.ape

' CYC1l\promoter 2134..2286

9053 b
P 2289 BamHI (1)

URA3 5978..6780 -
HsRKI 2295..3233

6164 EcoRV (1) 2862 Xbal (3)
2970 Xbal (3)
3234 Pstl (1)
ampR 5541..4682
CYCl\terminator 3240..3501

3502 Hindlll (1)

pMB1\ori 3917..3928









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

tTA\transactivator 28..1035

1 EcoRI (1)

2289 BamHI (1)

MCS 2289..2294

3234 PstI (1)

MCS 3234..3239

pMB1\ori 3917..3928

URA3 5978..6780

6164 EcoRV (1)

ampR 5541..4682

CEN\4 7863..8839

pCM188_HsRKI.ape

9053 bp

ARS1 7118..7862

HsRKI 2295..3233

1027 XbaI (3)

2862 XbaI (3)

2970 XbaI (3)

CYC1\terminator 3240..3501

3502 HindIII (1)


image18.emf
1 EcoRI (1)

tTAl\transactivator 28..1035
CENW 7491..8467

1027 Xbal (1)

CMV\promoter 1036..1805
ARS1 6746..7490

1806 Xhol (1)

pCM188_HsCDCS8.ape ADH1\terminator 1817..2028

8681 bp '
CYC1\promoter 2134..2286

2289 BamH (1)

URA3 5606..6408
HsCDC8 2295..2861

5792 EcoRV (1) 2862 Pstl (1)
st

CYC1\terminator 2868..3129

ampR 5169..4310 3130 Hindlll (1)

pMB1\ori 3545..3556









TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

CYC1\promoter 2134..2286

2289 BamHI (1)

MCS 2289..2294

HsCDC8 2295..2861

3130 HindIII (1)

pMB1\ori 3545..3556

5792 EcoRV (1)

ampR 5169..4310

ARS1 6746..7490

CEN\4 7491..8467

pCM188_HsCDC8.ape

8681 bp

URA3 5606..6408

2862 PstI (1)

MCS 2862..2867

CYC1\terminator 2868..3129


image19.emf
1 EcoRlI (1)

CEN\4 8028..9004

ARS1 7283..8027

pCM188_BmDYS.ape

9218 bp

URA3 6143..6945

6329 ECoRV (2)

ampR 5706..4847

tTAltransactivator 28..1035
1027 Xbal (1)
CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

CYC1\promoter 2134..2286

2289 BamHI (1)

BmDYS 2295..3398

3057 ECoRV (2)

3399 Pstl (1)

CYCl\terminator 3405..3666
3667 Hindlll (1)

pMB1\ori 4082..4093









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

3667 HindIII (1)

URA3 6143..6945

ampR 5706..4847

CEN\4 8028..9004

pCM188_BmDYS.ape

9218 bp

1 EcoRI (1)

tTA\transactivator 28..1035

BmDYS 2295..3398

3057 EcoRV (2)

6329 EcoRV (2)

3399 PstI (1)

pMB1\ori 4082..4093

MCS 3399..3404

CYC1\terminator 3405..3666

ARS1 7283..8027


image20.emf
CEN\4 7557..8533

ARS1 6812..7556

URA3 5672..6474

5858 ECORV (1)

ampR 5235..4376

1 EcoRlI (1)

pCM188_BmPIS.ape

8747 bp

tTAl\transactivator 28..1035

1027 Xbal (1)

CMV\promoter 1036..1805

1806 Xhol (1)

ADH1\terminator 1817..2028

S/ CYC1l\promoter 2134..2286

2289 BamHI (1)

BmPIS 2295..2927

2928 Pstl (1)

CYCl\terminator 2934..3195
3196 Hindlll (1)

pMB1\ori 3611..3622









2928 PstI (1)

MCS 2928..2933

pMB1\ori 3611..3622

URA3 5672..6474

5858 EcoRV (1)

ampR 5235..4376

ARS1 6812..7556

CEN\4 7557..8533

pCM188_BmPIS.ape

8747 bp

1 EcoRI (1)

tTA\transactivator 28..1035

1027 XbaI (1)

CMV\promoter 1036..1805

1806 XhoI (1)

ADH1\terminator 1817..2028

TetO2|operator 2034..2133

CYC1\promoter 2134..2286

2289 BamHI (1)

MCS 2289..2294

BmPIS 2295..2927

3196 HindIII (1)

CYC1\terminator 2934..3195


image21.emf
1 EcoRI (1)

tTAltransactivator 28..1035
CENW 7431..8407

1027 Xbal (1)

CMV\promoter 1036..1805

ARS1 6686..7430

1806 Xhol (2)

ADH1\terminator 1817..2028

pCM188_HsPIS.ape

8621 bp

CYC1l\promoter 2134..2286

2289 BamHI (1)

URA3 5546..6348
HsPIS 2295..2801
5732 ECORV (1)
2567 Xhol (2)

2802 Pstl (1)

ampR 5109..4250 CYC1\terminator 2808..3069
3070 Hindlll (1)

pMB1\ori 3485..3496









1027 XbaI (1)

URA3 5546..6348

5732 EcoRV (1)

ampR 5109..4250

ARS1 6686..7430

CEN\4 7431..8407

pCM188_HsPIS.ape

8621 bp

1 EcoRI (1)

tTA\transactivator 28..1035

CMV\promoter 1036..1805

ADH1\terminator 1817..2028

TetO2|operator 2034..2133

CYC1\promoter 2134..2286

2289 BamHI (1)

MCS 2289..2294

HsPIS 2295..2801

1806 XhoI (2)

2567 XhoI (2)

2802 PstI (1)

MCS 2802..2807

3070 HindIII (1)

CYC1\terminator 2808..3069

pMB1\ori 3485..3496


image22.emf
1 EcoRI (1)

tTA\transactivator 28..1035
1027 Xbal (1)
CENW 8256..9232
CMV\promoter 1036..1805

1806 Xhol (1)
ADH1\terminator 1817..2028
ARS1 7511..8255

CYC1\promoter 2134..2286

pCM188_BmADE13.ape 2289 BamHlI (1)

9446 bp

URA3 6371..7173"
2745 EcoRV (2)

6557 EcoRV (2
@ BmADE13 2295..3626

3627 Pstl (1)
ampR 5934..5075
CYC1l\terminator 3633..3894
3895 Hindlll (1)

pMB1\ori 4310..4321









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

2745 EcoRV (2)

3627 PstI (1)

MCS 3627..3632

3895 HindIII (1)

pMB1\ori 4310..4321

URA3 6371..7173

6557 EcoRV (2)

ARS1 7511..8255

CEN\4 8256..9232

pCM188_BmADE13.ape

9446 bp

BmADE13 2295..3626

CYC1\terminator 3633..3894

ampR 5934..5075


image23.emf
1 EcoRlI (1)
tTAltransactivator 28..1035
1027 Xbal (1)
CEN\4 8379..9355
CMV\promoter 1036..1805
1806 Xhol (1)
ADH1\terminator 1817..2028

ARS1 7634..8378

CYC1\promoter 2134..2286

pCM188_HsADE13.ape 2289 BamHI (2)

9569 bp

o 2599 Pstl (5)
URA3 6494..7296

2694 Hindlll (2)
6680 EcoRV (1)
2919 Pstl (5)
HsADE13 2295..3749
A 3206 Pstl (5)
3357 Pstl (5)
ampR 6057..5198
3626 BamHlI (2)

3750 Pstl (5)

CYCl\terminator 3756..4017

4018 Hindlll (2)

pMB1\ori 4433..4444









MCS 2289..2294

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

2694 HindIII (2)

4018 HindIII (2)

pMB1\ori 4433..4444

URA3 6494..7296

6680 EcoRV (1)

ampR 6057..5198

ARS1 7634..8378

CEN\4 8379..9355

pCM188_HsADE13.ape

9569 bp

1 EcoRI (1)

tTA\transactivator 28..1035

HsADE13 2295..3749

2599 PstI (5)

2919 PstI (5)

3206 PstI (5)

3357 PstI (5)

3750 PstI (5)

MCS 3750..3755

2289 BamHI (2)

3626 BamHI (2)

CYC1\terminator 3756..4017


image24.emf
1 EcoRI (1)

tTAl\transactivator 28..1035

CEN\4 7566..8542
1027 Xbal (2)

CMV\promoter 1036..1805

ARS1 6821..7565
1806 Xhol (1)

ADH1\terminator 1817..2028

pCM188_BmCDC8.ape

8756 bp
CYC1l\promoter 2134..2286

2289 BamHl (2)

URA3 5681..6483
2364 Xbal (2)

5867 ECORV (1) "
2392 Pstl (2
2486 BamHI (2)

BmCDC8 2295..2936

ampR 5244..4385 2937 Pstl (2)

CYC1\terminator 2943..3204

3205 Hindlll (1)

pMB1\ori 3620..3631









1806 XhoI (1)

CYC1\promoter 2134..2286

MCS 2937..2942

3205 HindIII (1)

pMB1\ori 3620..3631

URA3 5681..6483

5867 EcoRV (1)

ampR 5244..4385

ARS1 6821..7565

CEN\4 7566..8542

pCM188_BmCDC8.ape

8756 bp

1 EcoRI (1)

tTA\transactivator 28..1035

1027 XbaI (2)

2364 XbaI (2)

2289 BamHI (2)

2486 BamHI (2)

CYC1\terminator 2943..3204

BmCDC8 2295..2936

2392 PstI (2)

2937 PstI (2)

MCS 2289..2294

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

CMV\promoter 1036..1805


image25.emf
1 EcoRlI (2)

tTAl\transactivator 28..1035
CEN\4 7842..8818

1027 Xbal (1)

CMV\promoter 1036..1805
ARS1 7097..7841
1806 Xhol (1)

ADH1\terminator 1817..2028

pCM188_HsIPP1b.ape

' CYC1\promoter 2134..2286

9032 bp
2289 BamHI (1)

URA3 5957..6759 ~
HsIPP1b 2295..3212

6143 ECORV (2) 2976 EoR! (2
co

3089 EcoRV (2)
3213 Pstl (1)
ampR 5520..4661
CYC1\terminator 3219..3480
3481 Hindlll (1)

pMB1\ori 3896..3907









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (2)

2289 BamHI (1)

MCS 2289..2294

HsIPP1b 2295..3212

2976 EcoRI (2)

3089 EcoRV (2)

3213 PstI (1)

MCS 3213..3218

URA3 5957..6759

6143 EcoRV (2)

ampR 5520..4661

ARS1 7097..7841

pCM188_HsIPP1b.ape

9032 bp

CEN\4 7842..8818

3481 HindIII (1)

pMB1\ori 3896..3907

CYC1\terminator 3219..3480


image26.emf
1 EcoRI (1)

tTAl\transactivator 28..1035

CENM 7557..8533
1027 Xbal (1)

CMV\promoter 1036..1805

1806 Xhol (1)

ARS1 6812..7556
ADH1\terminator 1817..2028

pCM188_HsIPP1c.ape

' CYC1\promoter 2134..2286

8747 bp
2289 BamHI (1)

HsIPP1lc 2295..2927

URA3 5672..6474
2678 Hindlll (2)

5858 ECORV (1)
2928 Pstl (1)

CYC1\terminator 2934..3195

ampR 5235..4376
3196 Hindlll (2)

pMB1\ori 3611..3622









TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

CYC1\promoter 2134..2286

2289 BamHI (1)

MCS 2289..2294

HsIPP1c 2295..2927

2928 PstI (1)

MCS 2928..2933

CYC1\terminator 2934..3195

URA3 5672..6474

5858 EcoRV (1)

ampR 5235..4376

ARS1 6812..7556

pCM188_HsIPP1c.ape

8747 bp

CEN\4 7557..8533

pMB1\ori 3611..3622

2678 HindIII (2)

3196 HindIII (2)


image27.emf
1 EcoRI (1)
tTAltransactivator 28..1035
1027 Xbal (1)
CEN\4 8721..9697 CMV\promoter 1036..1805
1806 Xhol (1)
ADH1\terminator 1817..2028
ARS1 7976..8720
CYC1l\promoter 2134..2286

2289 BamHI (1)
pCM188_BmKRS.ape

9911 bp

URA3 6836..7638

7022 ECORV (2)

BmKRS 2295..4091

3501 ECoRV (2)

ampR 6399..5540
4092 Pstl (1)

CYC1\terminator 4098..4359

4360 Hindlll (1)

pMB1\ori 4775..4786









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

1 EcoRI (1)

4092 PstI (1)

4360 HindIII (1)

pMB1\ori 4775..4786

URA3 6836..7638

ampR 6399..5540

ARS1 7976..8720

CEN\4 8721..9697

pCM188_BmKRS.ape

9911 bp

tTA\transactivator 28..1035

BmKRS 2295..4091

3501 EcoRV (2)

7022 EcoRV (2)

MCS 4092..4097

CYC1\terminator 4098..4359


image28.emf
1 EcoRI (1)

tTAl\transactivator 28..1035

1027 Xbal (1)

CEN\4 8805..9781 CMV\promoter 1036..1805

1806 Xhol (1)

ADH1\terminator 1817..2028
ARS1 8060..8804
CYC1\promoter 2134..2286

2289 BamHI (1)
pCM188_HsKRS.ape

9995 bp
URA3 6920..7722

7106 EcoRV (2) 2916 EcoRYV (2)

HsKRS 2295..4175

ampR 6483..5624
4176 Pstl (1)

CYCl\terminator 4182..4443

4444 Hindlll (1)

pMB1\ori 4859..4870









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

2916 EcoRV (2)

URA3 6920..7722

7106 EcoRV (2)

ampR 6483..5624

ARS1 8060..8804

pCM188_HsKRS.ape

9995 bp

CEN\4 8805..9781

4444 HindIII (1)

pMB1\ori 4859..4870

CYC1\terminator 4182..4443

MCS 4176..4181

4176 PstI (1)

HsKRS 2295..4175


image29.emf
1 EcoRI (1)

CEN\4 8220..9196

ARS1 7475..8219

pCM188_BmMVD.ape

9410 bp

URA3 6335..7137

6521 ECORV (1)

ampR 5898..5039

tTAltransactivator 28..1035
1027 Xbal (2)
CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

CYC1l\promoter 2134..2286

2289 BamH (1)

BmMVD 2295..3590

3579 Xbal (2)

3591 Pstl (1)

CYCl\terminator 3597..3858

3859 Hindlll (1)

pMB1\ori 4274..4285









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (2)

tTA\transactivator 28..1035

1 EcoRI (1)

3579 XbaI (2)

MCS 3591..3596

URA3 6335..7137

6521 EcoRV (1)

ampR 5898..5039

ARS1 7475..8219

CEN\4 8220..9196

pCM188_BmMVD.ape

9410 bp

BmMVD 2295..3590

3859 HindIII (1)

pMB1\ori 4274..4285

3591 PstI (1)

CYC1\terminator 3597..3858


image30.emf
1 EcoRI (1)

CENM 7791..8767

ARS1 7046..7790

pCM188_HsPHS1la.ape

8981 bp

URA3 5906..6708

6092 ECoRV (1)

ampR 5469..4610

tTAl\transactivator 28..1035

1027 Xbal (1)

CMV\promoter 1036..1805
1806 Xhol (1)

ADH1\terminator 1817..2028

' CYC1\promoter 2134..2286

2289 BamHI (1)

2341 Pstl (2)

HsPHS1a 2295..3161

3162 Pstl (2)

CYC1\terminator 3168..3429
3430 Hindlll (1)

pMB1\ori 3845..3856









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (1)

2289 BamHI (1)

MCS 2289..2294

URA3 5906..6708

6092 EcoRV (1)

ampR 5469..4610

ARS1 7046..7790

CEN\4 7791..8767

pCM188_HsPHS1a.ape

8981 bp

MCS 3162..3167

3430 HindIII (1)

pMB1\ori 3845..3856

CYC1\terminator 3168..3429

2341 PstI (2)

3162 PstI (2)

HsPHS1a 2295..3161


image31.emf
1 EcoRI (1)

tTAltransactivator 28..1035
CEN\4 7686..8662

1027 Xbal (1)

CMV\promoter 1036..1805
ARS1 6941..7685
1806 Xhol (1)

ADH1\terminator 1817..2028
pCM188_BmSECH53.ape

8876 bp ' CYC1\promoter 2134..2286

2289 BamHI (1)

URA3 5801..6603 BmSEC53 2295..3056

5987 ECoRV (1) s

3057 Pstl (1)

CYC1\terminator 3063..3324

ampR 5364..4505 3325 Hindlll (1)

pMB1\ori 3740..3751









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

2289 BamHI (1)

MCS 2289..2294

URA3 5801..6603

5987 EcoRV (1)

ampR 5364..4505

ARS1 6941..7685

CEN\4 7686..8662

pCM188_BmSEC53.ape

8876 bp

1 EcoRI (1)

tTA\transactivator 28..1035

BmSEC53 2295..3056

3057 PstI (1)

MCS 3057..3062

CYC1\terminator 3063..3324

pMB1\ori 3740..3751

3325 HindIII (1)


image32.emf
1 EcoRI (2)

tTA\transactivator 28..1035
CENV 7665..8641

1027 Xbal (1)

CMV\promoter 1036..1805

ARS1 6920..7664
1806 Xhol (1)

ADH1\terminator 1817..2028
pCM188_HSSEC53.ape.ape

' CYC1l\promoter 2134..2286

8855 bp
2289 BamHI (1)
URA3 5780..6582 2655 ECORI (2)
5966 ECORV (1) HsSEC53 2295..3035

2699 Pstl (2)
3036 Pstl (2)
ampR 5343..4484 CYC1\terminator 3042..3303
3304 Hindlll (1)

pMB1\ori 3719..3730









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1027 XbaI (1)

tTA\transactivator 28..1035

1 EcoRI (2)

2289 BamHI (1)

MCS 2289..2294

2655 EcoRI (2)

MCS 3036..3041

3304 HindIII (1)

pMB1\ori 3719..3730

URA3 5780..6582

5966 EcoRV (1)

ampR 5343..4484

ARS1 6920..7664

CEN\4 7665..8641

pCM188_HsSEC53.ape.ape

8855 bp

HsSEC53 2295..3035

2699 PstI (2)

3036 PstI (2)

CYC1\terminator 3042..3303


image33.emf
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image1.emf
1 EcoRI (1)

tTAltransactivator 28..1035

1027 Xbal (2)

CEN\4 8346..9322
CMV\promoter 1036..1805

1806 Xhol (1)
ADH1\terminator 1817..2028
ARS1 7601..8345

CYC1l\promoter 2134..2286

2289 BamHI (1)

pCM188_BmNMT.ape

9536 bp

2640 EcoRYV (3)

URA3 6461..7263
6647 ECORV (3) 2697 ECoRV (3)
BmNMT 2295..3716

3162 Xbal (2)

3717 Pstl (1)

ampR 6024..5165
CYC1\terminator 3723..3984
3985 Hindlll (1)

pMB1\ori 4400..4411









MCS 2289..2294

2289 BamHI (1)

CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (1)

CMV\promoter 1036..1805

1 EcoRI (1)

3717 PstI (1)

MCS 3717..3722

pMB1\ori 4400..4411

URA3 6461..7263

ARS1 7601..8345

CEN\4 8346..9322

pCM188_BmNMT.ape

9536 bp

tTA\transactivator 28..1035

2640 EcoRV (3)

2697 EcoRV (3)

6647 EcoRV (3)

BmNMT 2295..3716

1027 XbaI (2)

3162 XbaI (2)

3985 HindIII (1)

CYC1\terminator 3723..3984

ampR 6024..5165


image2.emf
1 EcoRI (1)
tTA\transactivator 28..1035
1027 Xbal (1)

CMV\promoter 1036..1805
CEN\ 8301..9277

1806 Xhol (2)
ADH1\terminator 1817..2028

ARS1 7556..8300

CYC1\promoter 2134..2286

pCM188_SmNMT.ape 2289 BamHI (2)

9491 bp

URA3 6416..7218
2776 BamHI (2)

6602 EcoRV (1)
SMNMT 2295..3671

3310 Xhol (2
X ol (2)

3672 Pstl (1)
ampR 5979..5120

CYC1\terminator 3678..3939

3940 Hindlll (1)

pMB1\ori 4355..4366









CYC1\promoter 2134..2286

TetO2|operator 2034..2133

ADH1\terminator 1817..2028

1806 XhoI (2)

1027 XbaI (1)

SmNMT 2295..3671

3310 XhoI (2)

3672 PstI (1)

3940 HindIII (1)

pMB1\ori 4355..4366

URA3 6416..7218

6602 EcoRV (1)

ampR 5979..5120

ARS1 7556..8300

CEN\4 8301..9277

pCM188_SmNMT.ape

9491 bp

1 EcoRI (1)

tTA\transactivator 28..1035

CMV\promoter 1036..1805

MCS 2289..2294

2289 BamHI (2)

2776 BamHI (2)

CYC1\terminator 3678..3939

MCS 3672..3677


image3.emf
1 EcoRI (1)
tTAltransactivator 28..1035
1027 Xbal (1)
CEN\4 8382..9358
CMV\promoter 1036..1805
1806 Xhol (1)
ADH1\terminator 1817..2028
ARS1 7637..8381

CYC1l\promoter 2134..2286

pCM188_HsNMT.ape 2289 BamHI (1)

9572 bp

2532 EcoRV (3)
URA3 6497..7299

6683 ECORV (3) 2883 Pstl (2)
HsNMT2 2295..3752

3294 EcoRV (3)

3753 Pstl (2)
ampR 6060..5201
CYC1\terminator 3759..4020
4021 Hindlll (1)

pMB1\ori 4436..4447
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Yeast-based high-throughput screens
to identify novel compounds active

against Brugia molayi
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