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Figure S1. Location of the sampling sites of (a) Brachidontes pharaonis and (b) Pinctada imbricata
radiata used to compare the average maximum body size in their native and introduced range. Note
that several points representing closely adjacent localities can overlap. See Dataset S2 for the full list of
collections and data sources.

Figure S2. Shift in the distribution of body sizes in the Mediterranean bivalve fauna following the
introduction of alien species: (a) in the total assemblage, (b) among epifaunal suspension feeders and
(c) among infaunal suspension feeders following introduction of alien species. Vertical dashed lines
indicate median values before (blue) and after the arrival of Lessepsian species (red).

Figure S3. Distribution of body sizes among alien species, all Red Sea species and native
Mediterranean species belonging to the two most species-rich functional groups. Black horizontal lines
indicate median values. Boxes represent the interquartile range and whiskers encompass values within
1.5 times the interquartile range. Vertical grey bars represent the 95% confidence interval around the
median size of aliens based on random sampling of 19 and 25 species without replacement from the
pool of all Red Sea epifaunal and infaunal suspension feeding species, respectively (10,000 iterations).

Figure S4. Maximum body size in native and alien populations of two Lessepsian bivalve species: (a)
Brachidontes pharaonis and (b) Pinctada imbricata radiata. Each point represents the size of the
largest specimen in a local population in the native or introduced range. Black horizontal lines indicate
median values. Boxes represent the interquartile range and whiskers encompass values within 1.5 times
the interquartile range.

Figure S5. Effects of the exclusion of the superfamily Galeommatoidea and all small-bodied species
(<5 mm) and on the size-frequency distributions of the Red Sea, Lessepsian and native Mediterranean
bivalve fauna. Galeommatoidea groups mostly small, cryptic species with commensal lifestyles and
still unresolved taxonomic relationships; it is thus likely strongly undersampled in the Red Sea. Vertical
dashed lines indicate median size, which is significantly smaller for the native Mediterranean species
compared to both the alien species and their Red Sea source pool (permutation test, 10,000 iterations, p
< 0.01). Median sizes on the arithmetic scale are provided to facilitate interpretation.

Table S1. Partitioning of variance in bivalve body size along the taxonomic hierarchy. Results are
based on mixed-model nested ANOVA with species' size included as the dependent variable and
taxonomic levels as hierarchically nested random effects.

Taxonomic level

Variance component

Percentage of variance explained

Clade

0.50

15.46

Order

0.29

9.00

Family

1.14

34.85

Genus

0.85

26.11

Error

0.48

14.59

